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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 149775 ACG33 RS11990 WP 066921487.1 ..MTKPRALIVDDEPDIRELLAITLERMNLEVTAAATLETAIHALRSGSFDLCLTDMRLPDGDGLDLVQWIQTHAPQTPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
consensus ******!*!!!!*!***!* *!!*!! *** ! ** !* ** *!*!!!!**!!!!*!!!!!***** !*!!*
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 149775 ACG33 RS11990 WP 066921487.1 AVITAHGNVETAVRALKLGAFDFISKPLDIAALRKLITATLKLGESS..PKNGQPPRIKLSGQSRAMEQLREMIARVARS 156
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE..A.EEAPVDNRLLGESPPMRALRNQIGKLARS 155
consensus !**!!*!****!* !!!*!!!!!**!!**** !* !* *!** * * ** *!*! ! ** *!! !***!!!
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VNCGAIPTSELMESEFLFGHKKGSFTGATIAEQDKQGLFI LQASAEHSGGSTLFLDE
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 149775 ACG33 RS11990 WP 066921487.1 QAPVHIYGESGTGKELVAHLIHDAGVRRDGPFVPVNCGAIPSELMESELFGHKKGSFTGAIADKQGLIQSAEGGTLFLDE 236
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
consensus !!!!***!!!!*!!!*!! !*!* * ! **!!***!!!!!!*!!!!!!*!!!!!!!!!!!* !!!!!***! !!*!!!!!
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 149775 ACG33 RS11990 WP 066921487.1 IADLPLHMQVKLLRVIQEKRVRPVGESKEIPIDVRILSATHKNLAAQVADGKFREDLFYRINVIEIRVPPLRERREDIDE 316
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQS 400
NTDB id 149775 ACG33 RS11990 WP 066921487.1 LVQSILARLAPQIGNDALHLTEAARRALRDYHFPGNVRELENVLERAATLCVNDAIDVGDLQLRPKVTQTDTS....... 389
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEG....... 388
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LKKFLGLI EDTETEQEV
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 149775 ACG33 RS11990 WP 066921487.1 ........ISSTVAPGEPLGDALEDIERDAIVRALEQTRYNKTKAAELLGMTFRSLRYRIKKLGIE....... 447
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .........AASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
consensus * ** * * !***!!*!!******!!* !**!*! !! *!!*!!!!*!!!*!!*!**
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