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NTDB id 1307 DR RS10055 WP 010888596.1 ..................MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNER 62
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ......................MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRINLPAMDHSEVHNLIYDIMNDK 58
NTDB id 1086 NMV RS00245 WP 002218487.1 ......................MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPEMSAEEVGNMVTSVMNDH 58
NTDB id 149764 ACG33 RS01425 WP 237392661.1 MSADGDVLENESDVTGEERQVMLNTKPLFKLMVDKRASDLFFTSYAPIKIKIEGQIFPVNKQMLTPEVVRQAAYGLMSQE 80
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ......................MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEAL.SVADVTALLHAMMDDA 57
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NTDB id 1307 DR RS10055 WP 010888596.1 QQRIFEEKRELDFSFALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKS 141
NTDB id 1020 ACIAD RS04210 WP 011182164.1 QRRDYEEKLETDFSFEVPN.LARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKS 137
NTDB id 1086 NMV RS00245 WP 002218487.1 QRKIYQQNLEVDFSFELPN.VARFRVNAFNIGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKS 137
NTDB id 149764 ACG33 RS01425 WP 237392661.1 QIEAFNEELEIDFAISEPG.LGRFRINVFHQRGNPAMVLRYITADMPRLDDLGLPEILKDLMMLKRGLLLMVGATGSGKS 159
NTDB id 1177 A1552VC RS01165 WP 000422572.1 RQAEFKQTREANFAVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKS 135
NTDB id 1203 PSJM300 01605 AFN76401.1 QRREFTENHECNFAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKS 137
NTDB id 1019 ACIAD RS04205 WP 004922051.1 QRQEFIETHECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKS 138
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