logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

149693 ACU12 RS15955 WP 048484085.

1252 GCO85 RS07730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

149693 ACU12 RS15955 WP 048484085.

1252 GC085 RS07730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

149693 ACU12 RS15955 WP 048484085.

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169
1402
1112
1113

DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAAB5695.1 219..1451( )

149693 ACU12 RS15955 WP 048484085.

1252 GCO85 RS07730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

A1552VC RS11075 WP 000648511.

1

1

1

1

1

svars KAKNG 5@$§A§EEKT\(J¥E EBE\fSAKLlu i EAEeﬁ \. égHVE'Eé\&EEKIEKS&E E"SKQKVK

........... MKATQTLPEKNMRMWKEMNSN(¢
NSSG

............ MKTIFPQEKNMRMK

...... MAKNGGFSLFIMKKEKRIAT RHSASDKL
...... MAKNGGFSLFEKKEKRIAT RHSASDJAL
MSVARSAIKKQPVDRNTSM QTIAI A R{EV)A .
............ MDKNI LT)gH AGQK.
............ MAQKINIKNSVIT QEAlN.
........... MAAKKTQVMP VIZA KETIN.
........... MAVKKEQM PTIgA KGVK.

* * *!*

ILFRAL oy

IRTRQLATM
IADIT FTRQ ATM
IADIT FTRQL TM
IADIT FTRQL TM

bt

KAG PL QAFEIVA
AG PL QAFEIVA

K GVP VY BEI EGHNPIM
B G PLVQAF IVARGEENESNE
KAGVPL Q F I
KAGVPLVQAFEIVAEGRNPHM

KAGVPLVQ FEIVAEGIRXNPEM
sk | oskoskokokok * *

A HN

N.:"r—

IIN§F RQ ATM
J\DIT F RQLATM
UDIM FTRQ ATM
DIl FTRQLATM
JDIT FTRQLATM

| %%

DR Bt o W el

ABYKEK
ARYKEK
ATYKE%ELKKIKKA 1Y PLERIV
ATYKEKHEN KISKIKKALJNY Ppgiv

RN

T L Qe )

ANMEINARZP Lydn T\
INWUIG AELP AJT QI V

FIRIFGA LPAFTQ V N
FISJFGA LPAFTQ V N
Pl b bk boskske kx|

lXZFJ[TJ’;UUUD>:E1w

AMYKEK EMLKWNKIKKA JayPIyv
T lxl ¥k Lwerlx L1

) [

'Vk 6ivé6vg&E

MK INIAR RTINATIREFAAGVPLVD

0 B\IARF RTTAﬁTFKAGVPLV AL[ENRUAGATGNIY
IDKAINIARF RTL MTFAAG PLV ALISNAGATGN
MK B ARF RTL TTFAAGVPLVDALWSEHAGATGN

MK WIAR RTiATHFAAGVPLVDﬂLDSTAGAﬁGN
AT V A

VI SIEF YINEEL EGA Q TS
B AR FRAEMRS|Y FRIWUGDRL
Vi MKAMIAR ERTLATTFAAGVPL DALISTAGATENH
MKAMIAR BRTLATTFAAGVPL DALISTAGATUN

sk ok ok ok ok ok ok ok ok kok sk kok ok Kok Ioskokok okokokokok Dok |oskok | ! e (R * 1 kok | % %

147
146
149
149
158
146
145
148
148

227
226
229
229
238
226
225
228
228

307
306
309
309
318
306
305
308
308



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

149693 ACU12 RS15955 WP 048484085.

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

149693 ACU12 RS15955 WP 048484085.

1252 GCO085 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

A

il

I

D

W

NALA

VGGLV AMYLPIF LEISV
VGGLVAMYLPIF LYISV

T
T

AMYLP F LGWVV
AMYLP F LGNVV
MYLPIFJQLG VV
AMYLPIF
AMYLPIF
AMYLPIF
AMYLPIF

X non conserved
B similar
> 50% conserved

KIRSSAN] . -

408
407
410
410
419
406
405
408
408

0| EE e [ lEebDAD|

QME IGEESG LD MLRNK
QM IGEESG LD ML
QMPAIGEE GALDEMLFKVAE
K

QMVAIGEESGAL
QMIAIGEESGALD MLEKVApN
QMVAIGEESGALD MLINKV AR

QMVAIGEESGALDEMLBK VAN
NNy ey iy

EVDNJVD
YESEVDEIAVD
YEREVDNAVD

YNy ey

|4V%L ¢

st

IREPLIM Giiy
IREP IMBJILG
MEP IMI\ LG
MEPLIMINILG
MEPLIMINILG
* kDD Dskoskskor | x

387
386
389
389
398
386
385
388
388



