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NTDB id 149380 ACP92 RS20665 WP 081441928.1 MFSFFKRKPKPEAQPALPPQSEPAPPAAPQPAAPA............APAPAAAAPAVTPPAAPVAPV....APTPAAPV 64
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 149380 ACP92 RS20665 WP 081441928.1 APVAPV.AAVEPVAEVTEQAEEAEIVPAPAPAPEAKRSWLSRLKAGLSKTSS....NLTTLFVGARIDEDLYEELESALL 139
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETV.GEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLI 159
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NTDB id 149380 ACP92 RS20665 WP 081441928.1 VSDAGVEATQWLLDELKKKVKAERLTEAAQVRTALRTLLIELLQPLQRPLVLGR.DKPLVMMIAGVNGAGKTTTIGKLAL 218
NTDB id 1118 NGFG RS11455 WP 003696286.1 TGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAK 239
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NTDB id 149380 ACP92 RS20665 WP 081441928.1 HLQAHGQSVLLAAGDTFRAAAREQLAVWGERNNVQVIAQESGDPAAVAYDSVHSAQARGTHVVMVDTAGRLPTQLHLMDE 298
NTDB id 1118 NGFG RS11455 WP 003696286.1 YFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE 319
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NTDB id 149380 ACP92 RS20665 WP 081441928.1 LKKIKRVIGKAMHSAPHEVLLVIDGNTGQNALAQVKAFDDALGLTGLVVTKLDGTAKGGILAAIAKTRPVPLYFIGVGEQ 378
NTDB id 1118 NGFG RS11455 WP 003696286.1 IKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEG 399
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logo IDEDLQRAPFDNARTAEFVDALLDS
NTDB id 149380 ACP92 RS20665 WP 081441928.1 IEDLQAFNATEFVDALLS 396
NTDB id 1118 NGFG RS11455 WP 003696286.1 IDDLRPFDARAFVDALLD 417
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