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NTDB id 1257 GCO85 RS04855 WP 163621000.1 QEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVV 299
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NTDB id 1039 H0N27 RS01460 WP 031993779.1 NDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVA 290
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVA 290
NTDB id 149356 ACP86 RS13500 WP 176443082.1 VEDGNAVVEISPQGNYDYIAYQSGTQFTVSVEELSQEEAESRREEKFPYTGDKLSLNFQDIEVRSVLQLIADFTGLNLVA 300
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 SDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAA 379
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAA 379
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAA 371
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAG 370
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAG 370
NTDB id 149356 ACP86 RS13500 WP 176443082.1 SDTVGGSITLRLQNVPWDQALDLILKTKGLDKRQIGNVLLVAPADEIAAREKLELETNKQIAELAPVRLDIIQVNYAKAA 380
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAA 390
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 DIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLD 428
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLD 428
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLD 442
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLD 450
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLD 450
NTDB id 149356 ACP86 RS13500 WP 176443082.1 DIVGLIQEDE................................ELISDRGFVSSDVRTNTISVRETAEKLDEIRRLVSTWD 428
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DIAKLFQSVTSDGG..........................QEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLD 444
consensus !! !* **** !!****! !!!******** *****!*** *!

logo

V
I
Q
PVRKQVSLMVI EAR IVERVANQSTVKTGNDSVYFADTSEQKNSDEMILG I

V
K
RWGGVIASLAYRSHYPQDKTGGHI SLNTGQWNSDSNSNGINFYLGSLKVDGGGTSNELDIETTGI

V
A
L
K
Q
N
W
D
E
N
A
E
L
D
A
R
D
G
N
E
M
S
P
A
D
N
K
A
C
S
K
R

G
N
T
D
E
P
G
I
T
A
S
T
F
G
Q
S
G
C
T
Y
G
S
K
T
A
F
Y
T
P
G
T
A
T
N
G
V
T
V
I
S
P
E
K
L
R
S
E
P
P
R
D
A
S
R
N
P
L
A
F
N
L
VD

NTDB id 1257 GCO85 RS04855 WP 163621000.1 IPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS.......GTLEGANELA...R......GTAPANVVPLERRLNLD 492
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS.......GTLEGANELA...R......GTAPANVVPLERRLNLD 492
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSN.....GTYT...IERPDNLNVD 514
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGYKYT...IERPDNLNVD 527
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGYKYT...IERPDNLNVD 527
NTDB id 149356 ACP86 RS13500 WP 176443082.1 VPVRQVSIEARIVRAQTNVAENLGVRWGGAAYDISGDNIFSVGGGLDGVQDARDSAATPGSFQTSFPG.......ALAVD 501
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 LAAVPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...A 568
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LAAAPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...A 568
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .....LGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTAT 589
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .....LGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTAT 601
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .....LGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTAT 601
NTDB id 149356 ACP86 RS13500 WP 176443082.1 .....LGVSGDGASSFAIGWGS.DDFLVDLELSALESDGQAEVVSQPRVVTADRQTASIKSGEEIPYQKASSSGAT...S 572
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .....LGA.KDATSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...S 592
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 VAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIP 647
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIP 647
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TSFKEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVP 668
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVP 680
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVP 680
NTDB id 149356 ACP86 RS13500 WP 176443082.1 VSFKEAVLSLVVTPQITPDDKIIMDLVVNQDSR..GEVTAGIPSINTNEVTTQVLVGNGETVVLGGIFQSEVATQTTKTP 650
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVP 672
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 FFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 FFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 FLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 149356 ACP86 RS13500 WP 176443082.1 FLGDIPYLGRIFKRTEHIDERSELLIFITPKIIKNDLLR............ 689
NTDB id 1193 PAKAF RS26665 WP 003161249.1 FLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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