
logo MKKQI LFSLF I SFSLGVFLQDLNSEGFLSWQNQLSNI IATI
TLGAVI SLGL IWVKADWLVVRGIR IWLLNI FFLCFGVFTHYLNSEKSVL

NTDB id 149084 AB406 RS03340 WP 252563018.1 MKKQILFSLFISFSLGVFLQDLSELSWQQSNIITTLGAISLGLIWVKADWLVRGRIWLLNIFFLCFGVFTHYLNSEKSVL 80
NTDB id 1320 RA0C RS04895 WP 228481890.1 MKKQILFSLFISFSLGVFLQDLNGFSWQNLNIIAILGVISLGLIWVKADWVVRIRIWLLNIFFLCFGVFTHYLNSEKSVL 80
consensus !!!!!!!!!!!!!!!!!!!!!! !!!* !!! !! !!!!!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!

logo PSVSKKEELVFKI EQKLNSTAKNKRYE ITAFHQNQPSFKAVLSVPKDLEELDYKHYYQSQLSLYPLESSKNNYQFDYAKFQ
NTDB id 149084 AB406 RS03340 WP 252563018.1 PSVSKKEELVFKIEQKLNSTAKNKRYEITAFHQNQSFKAVLSVPKDLEELDYKHYYQSQLSLYPLESSKNNYQFDYAKFQ 160
NTDB id 1320 RA0C RS04895 WP 228481890.1 PSVSKKEELVFKIEQKLNSTAKNKRYEITAFHQNQPFKAVLSVPKDLEELDYKHYYQSQLSLYPLESSKNNYQFDYAKFQ 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ARKGVYYRAYARDLRKAPKSELTFSEKMKQRWRLEFLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAGTNSNFRRSGLAHI
NTDB id 149084 AB406 RS03340 WP 252563018.1 ARKGVYYRAYARDLRKAPKSELTFSEKMKQWRLEFLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAGTNSNFRRSGLAHI 240
NTDB id 1320 RA0C RS04895 WP 228481890.1 ARKGVYYRAYARDLRKAPKSELTFSEKMKRWRLEFLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAGTNSNFRRSGLAHI 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LAI SGTHIA I I FGMVVYMLLRLVLPVRFR IGVI
MLLSLSL IWAFATWF IDGWGNSVVRAC IMLTVYFGF IVLLQRKPQVLDSLAL

NTDB id 149084 AB406 RS03340 WP 252563018.1 LAISGTHIAIIFGMVYMLLRLVLPVRFRIGVILLSLSLIWAFTWFIDWGNSVVRACIMLTVYFGFILLQRKPQVLDSLAL 320
NTDB id 1320 RA0C RS04895 WP 228481890.1 LAISGTHIAIIFGVVYMLLRLVLPVRFRIGVMLLSLSLIWAFAWFIGWGNSVVRACIMLTVYFGFVLLQRKPQVLDSLAL 320
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!

logo AGLGI LMVDTQELFSVGFQLSFSAVLGIYWFNRPMIRLFPNPRNKIQKLLLYTFTMSTAAQLGTMPIV IYYFHQYSAWS I
NTDB id 149084 AB406 RS03340 WP 252563018.1 AGLGILMVDTQELFSVGFQLSFSAVLGIYWFNRPMIRLFPNPRNKIQKLLLYTFTMSTAAQLGTMPIVIYYFHQYSAWSI 400
NTDB id 1320 RA0C RS04895 WP 228481890.1 AGLGILMVDTQELFSVGFQLSFSAVLGIYWFNRPMIRLFPNPRNKIQKLLLYTFTMSTAAQLGTMPIVIYYFHQYSAWSI 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LANLLVVLPLME IV I I LSFL IMTIVFGLGIYWNWLSFTYDWL IKALLRWL IGFFGKI E I
MGSYFQDIPLS IWEMGI

VWAVGLYFLR
NTDB id 149084 AB406 RS03340 WP 252563018.1 LANLLVLPLMEIVIILSFLITIVFGLGIYWNWLSFTYDWLIKALLRLIGFFGKIEIGSFQDIPLSIWEMGIWAVGLYFLR 480
NTDB id 1320 RA0C RS04895 WP 228481890.1 LANLVVLPLMEIVIILSFLMTIVFGLGIYWNWLSFTYDWLIKALLWLIGFFGKIEMGYFQDIPLSIWEMGVWAVGLYFLR 480
consensus !!!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!*! !!!!!!!!!!!!*!!!!!!!!!

logo E I L IRFTWRGFMRLMFSVLLFFGIKMWLDIRAYHDKEAKWHYHYRTKVFSVLDKGKVCFWVADEDNLETLESNL IKPYVI
NTDB id 149084 AB406 RS03340 WP 252563018.1 EILIRFTWRGFMRLMFSVLLFFGIKMWLDIRAYHDKEAKWHYHYRTKVFSVLDKGKVCFWVADEDNLETLESNLIKPYVI 560
NTDB id 1320 RA0C RS04895 WP 228481890.1 EILIRFTWRGFMRLMFSVLLFFGIKMWLDIRAYHDKEAKWHYHYRTKVFSVLDKGKVCFWVADEDNLETLESNLIKPYVI 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo SKRAESYKVKMMSKEVDEVI FNGKRYLFQ
NTDB id 149084 AB406 RS03340 WP 252563018.1 SKRAESYKVKMMSKEVDEVIFNGKRYLFQ 589
NTDB id 1320 RA0C RS04895 WP 228481890.1 SKRAESYKVKMMSKEVDEVIFNGKRYLFQ 589
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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