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VALMQGKTIAQYTAQDSVEQRNKVAAMTLAGNSDNL ILELSMRAKSPDKAGLYDVKDQMAP
NTDB id 149011 AB691 RS04700 WP 043942117.1 ....MNRTLKPHLGFSMIEVLITLLLVCIGVLGMVALQGKTIAYTQDSVQRNVAATLANDLIELMRAKPDGL.......P 69
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMA 80
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NTDB id 149011 AB691 RS04700 WP 043942117.1 ATSGFYKAKSDAFPSKPAACAPLPDTASGQLACWAERAKAALPGASDLLESEFYVCRSKAPGNCTTSGSAVEIQLAWRVK 149
NTDB id 1195 PAKAF RS24020 WP 016253895.1 TQSDFFKAKGSAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDGKGSMLEIRLAWRGK 160
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NTDB id 149011 AB691 RS04700 WP 043942117.1 AGECMDSSDTG.DNTICRYRLRSQL 173
NTDB id 1195 PAKAF RS24020 WP 016253895.1 QGACVNAADSSADTSLCYYTLRVEP 185
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