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NTDB id 148903 L103DPR2 RS12515 WP 055361378.1 MFSFFRSKPKPDAAEAPPSAPQTQ...............................................ALQAPSE.. 31
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!!! !*!** * ** *! *********************************************** !!!**
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NTDB id 148903 L103DPR2 RS12515 WP 055361378.1 .......................PVVAAEVAPQARQSWLSKLKAGLRKT....GGSIAAVFTGTQIDDALYEELETALLM 84
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
consensus ************************ ! * ** ! *!! !! !****** !*!*!! ! !! * !!!!!!! !*
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NTDB id 148903 L103DPR2 RS12515 WP 055361378.1 ADTGVKATEFLLNDLKARVKAAKATDPSAVKGLLIDAITDMLMPLQKQLQIGD.QKPMVLMVAGVNGAGKTTSIGKLTHH 163
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
consensus *! !* !!!*!* !***!! !* **! ! *!* !** !! !*! **** ! !*!*!!*!!!!!!!!!!!! **
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NTDB id 148903 L103DPR2 RS12515 WP 055361378.1 LADQGASVLLAAADTFRAAAREQLAVWAQRNTVEIISQEGGDPAAVSFDAVSAGKARGRDVVLVDTAGRLPTQLHLMEEL 243
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
consensus !! !!!!!!*!!!!!!!!!!! !* !! ! *!!! !!*!!!*!!!! !*!!!! !*!! !!!!!!!!!!!!!!!*
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NTDB id 148903 L103DPR2 RS12515 WP 055361378.1 KKIKRVVQKADAQAPHEVLLVIDGNTGQNALTQVKAFDEALGLTGLIVTKLDGTAKGGVLCAIAREKPIPVYFIGVGEQL 323
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
consensus !!*!!!*!!! * !!!!***!*!*! !!!!* !!!!!!*!!!!!!!!!!!!!!!!!!!*!*!*! **!*!! *!!!!! *

logo DDLQRPTFDAHRAEFAVDQALLDN
NTDB id 148903 L103DPR2 RS12515 WP 055361378.1 DDLQTFDAHEFAQALLN 340
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
consensus !!! *!!!* ! !!!
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