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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPG.KKITINMAPADLRKEGS 77
NTDB id 148894 L103DPR2 RS01655 WP 055359461.1 MRLSLVQSRALVGLLSPGVTVEVHLANGLPSFTLVGLADVEVKEARERVRSALLNSGFEFPNNQRITVNLAPADLPKDSG 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPA.KRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPA.RRITINLAPADLPKEGG 79
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREE.GFKGIILPKQNTREAAIVNDLEVYGV 156
NTDB id 148894 L103DPR2 RS01655 WP 055359461.1 RFDLPIALGILAASGQIDGSRLHRYEFAGELSLSGALRPVRGALVMGLALYKLANAPHLVLPPGSAEEAALVPGATVYRA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHK..DNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHK..DNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANK..KQRHLVVPHANGDQAALVGKEQHKSA 157
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQ..VERCLVVPHSNGDQAALVGVERHKSA 157
NTDB id 1349 HI 1117 AAC22771.1 RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQK..SKRELIIAKQNANEASLVSDQNTYFA 157
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASK..AKREIIVPQQNANEVSLVSNTQTYCA 157
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ENIKEVIDFFNENCPLEPTKVNTREEFHK......RVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTML 230
NTDB id 148894 L103DPR2 RS01655 WP 055359461.1 KHLREVAQPFLPVGQTSDEATSTWERLPEPVNPPQAAFSPALDLADVKGQTGAKRALEIAAAGGHSLLMVGPPGSGKSML 240
NTDB id 1271 LPP RS03220 WP 011213198.1 NNLREVCDYLCQGTSLQ.....SLPPKPDL.....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMM 227
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NNLREVCDYLCQGTSLQ.....SLPPKPDL.....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMM 227
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QSLLEVCAELCGQHQLN.....LYQTPKKK.....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTML 227
NTDB id 1153 A1552VC RS00115 WP 000521788.1 QSLLEVCADLCGQQTLS.....LFQSSPSV.....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTML 227
NTDB id 1349 HI 1117 AAC22771.1 QTLLDVVQFLNGQEKLP.....LATEIVKE.SAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTML 231
NTDB id 1387 A4U84 RS06900 WP 020457569.1 STLLQVVNFLNNRDQLP.....IAQQLSQN.IAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTML 230
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPE 310
NTDB id 148894 L103DPR2 RS01655 WP 055359461.1 AHRFAGLLPDLSVDEALETASVASLAGR.FRI.ENWLKRPTRHPHHSASAVALVGGGSPPRPGEISLAHHGVLFLDELPE 318
NTDB id 1271 LPP RS03220 WP 011213198.1 AKRFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPE 306
NTDB id 1248 GCO85 RS03150 WP 011213198.1 AKRFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPE 306
NTDB id 1397 DSB67 RS15690 WP 005535577.1 ASRLCDLLPEMSDEEAMETASVASLTQSEINE.HNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPE 306
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ASRLCDLLPEMSDEEAMETASIASLTQQEINQ.HNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPE 306
NTDB id 1349 HI 1117 AAC22771.1 ASRLTGLLPEMTDLEAIETASVTSLVQNELNF.HNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPE 310
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ASRLADLLPEMEDDEAIETASVTSLVQNELNF.QNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPE 309
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NTDB id 1323 RA0C RS07335 WP 004916218.1 FKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDD.......PNNTSSSFEMQRYLNKLSGPLLD 383
NTDB id 148894 L103DPR2 RS01655 WP 055359461.1 FPRSALEALREPLESGSVTISRAAHSAEFPARFQLIAAMNPCPCGYAGQVRTPGQVGPVCRCTPDQVHRYSNKISGPLLD 398
NTDB id 1271 LPP RS03220 WP 011213198.1 FNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNS......QANCMCTPDRISRYLAKLSAPLLD 380
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNS......QANCMCTPDRISRYLAKLSAPLLD 380
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGN......QAR..TNPQAILRYLGRLSGPLLD 378
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGS......QAR..ANPQSILRYLSRLSGPLLD 378
NTDB id 1349 HI 1117 AAC22771.1 FERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGT......HNR..TSPQQIMRYLNRLSGPFLD 382
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGT......HNR..TSPQQLMRYLNRLSGPFLD 381
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NTDB id 1323 RA0C RS07335 WP 004916218.1 RIDIHIEVQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAME 461
NTDB id 148894 L103DPR2 RS01655 WP 055359461.1 RIDLHIEVPSQSAAQLIHV..TVGESTATIKTRCDRVRRRSLQRQG....CTNQALSGPALDLHGKLGPEAAAYLTQVAT 472
NTDB id 1271 LPP RS03220 WP 011213198.1 RIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMS 456
NTDB id 1248 GCO85 RS03150 WP 011213198.1 RIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMS 456
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALH 453
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALH 453
NTDB id 1349 HI 1117 AAC22771.1 RFDLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALN 457
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALT 457
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NTDB id 1323 RA0C RS07335 WP 004916218.1 KLNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 148894 L103DPR2 RS01655 WP 055359461.1 HFSWSGRSTHRVLKIARTIADLAERQDILSVHIAEAVQYRRPFAGHR....... 519
NTDB id 1271 LPP RS03220 WP 011213198.1 KLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 KLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RLGLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RLGLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1349 HI 1117 AAC22771.1 KLGLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 KLGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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