
logo

MA
M
E
M
P

Q
S
T

A
Q
R

P
Q
C
K
L

A
VLLI IVDDEEPDLICRLELMLQEMITLAGMRMKGLIADKSTCHRLSARVYDNRVEKSEQSAI

K
R

E
M
Q

A
L
F
I
L

A
K
T

R
Q
E
F
Q

E
H
P

F
V
YDAL ICLTDLMNRLPDGNSGLDI

LVKQRHYI
V
A
Q
S

E
Q
N
R
T

H
K
YPDNQTPVI

NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 148737 REIFOR RS02105 WP 100255990.1 .MPTAQCVLIIDDEPDIRELLEITLMRMGIASCSAVDVSSAIMAIKQQEVDLILTDMRLPDGNGLDIVRYVAETKPDTPI 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDT.TENALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 148737 REIFOR RS02105 WP 100255990.1 AVITAHGNMDLAIESLKSGAFDFVSKPLDVNKLRNLITQALKVKPPTGHQLDTGMHAKALDMGQSAAMQLLQKKIRKLAV 159
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEAPV....DNRLLGESPPMRALRNQIGKLAR 154
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 148737 REIFOR RS02105 WP 100255990.1 SQAPVFIQGESGSGKELAARQIHTLGPRALGPFIAVNCGAIPSELMESEFFGHKRGAFTGATEDKQGFFQAAQAGTLFLD 239
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 148737 REIFOR RS02105 WP 100255990.1 EVADLPLAMQVKLLRAIQEKKIRPIGTQNELDVDVRILSATHKNLDAMVEAGEFRQDLFYRINVIALTIPALRERTDDIP 319
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQ 399
NTDB id 148737 REIFOR RS02105 WP 100255990.1 LLSQQILQRIAGNYELPMARLTAEAKKELHLYSFPGNVRELENILERAFALCEDDTIGAADLNLNSRYNAEPSPN..... 394
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQ........ 386
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 148737 REIFOR RS02105 WP 100255990.1 ......EPAALAARADGVSLEDYLMDIERNVVEQALEATRWNRTAAAKRLGITFRALRYRLKKLGLE....... 455
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ........EGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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X ≥ 50% conserved


