logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1355
1168

148626 FORC16 RS11925 WP 060530787.1

1401
1293
1110
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1355
1168

148626 FORC16 RS11925 WP 060530787.1

1401
1293
1110
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1355
1168

148626 FORC16 RS11925 WP 060530787.1

1401
1293
1110
1251
1058
1018

consensus

SGL RS13950 WP 010873519.1

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1

HI 0298 AAC21962.1

A1552VC RS11070 WP 000957200.1

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS0O7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

SGL RS13950 WP 010873519.1

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1

HI 0298 AAC21962.1

A1552VC RS11070 WP 000957200.1

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

SGL RS13950 WP 010873519.1

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1

HI 0298 AAC21962.1

A1552VC RS11070 WP 000957200.1

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS07725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

=xLx | CDRRLCAALLD=GCY L DesLQRALERH=EV 2LABVLYD=GCiv=ERRIASXA | EEREC I PLVRLAERVE HPEXK
MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK
.MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL

RerBERELAKe LA PFALBEeAsYRVARY P L2 EFSYEEevEDS T CESYEPYQAr Re S WAYAKHYPELCLEYY Y P s

ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP. .P
RSIRPQTALNLQAFPFALE. .GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA

SsRCBKS-KLCERLyssCY | tBRRLEALSKRQeER T CBALECR T LysBRAYy "EBRLYEXLAEQeC  cFLer " eGaMPseeXxX
SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA
SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL

~ 00

[eNoNoNoNeoNooNoNolc ool

o

158

[
(]
|

[eNoNoNoNoloNoNoNe]

o

237

N
w
pY|

[eleoNoNeoNoNoloNeoNe]



logo

NTDB id 1410
NTDB id 1028
NTDB id 1306
NTDB id 1355
NTDB id 1168

NTDB id 1401
NTDB id 1293
NTDB id 1110
NTDB id 1251
NTDB id 1058
NTDB id 1018
consensus

logo

NTDB id 1410
NTDB id 1028
NTDB id 1306
NTDB id 1355
NTDB id 1168

NTDB id 1401
NTDB id 1293
NTDB id 1110
NTDB id 1251
NTDB id 1058
NTDB id 1018
consensus

NIV A ATREQAVEITQVSASETSHPEAINEE .

NTDB id 148626 FORC16 RS11925 WP 060530787.1 ............... NIBAT LTREQACRETIQASEVTAPEAIREQ .
DSB67 RS12665 WP 010643259.1  .............. NIBS T FSEEESL EQVKASGIS PEAIRES .

VP RS12240 WP 005479695.1 .............. NI®ST FSEEESL EQVKASGIS PEARES .

NGFG RS09235 WP 003689817.1 .............. VESAEHYY.NESQA[EKE LPMLFS.

GCO85 RSO7725 WP 011946523.1 ...... MALATEEYRLQGHG DKTKAIELHKLAAAEKISELQYEMK .

logo

NTDB id 1410
NTDB id 1028
NTDB id 1306
NTDB id 1355
NTDB id 1168

NTDB id 148626 FORC16 RS11925 WP 060530787.1

NTDB id 1401
NTDB id 1293
NTDB id 1110
NTDB id 1251
NTDB id 1058
NTDB id 1018
consensus

T LR2DALRY =~AVPYiESe==V eV ¢ SDPREEERYR=L y NREPXSEY LARPERWVEEL tESKYPQENRLGEXLVQECLLSR

SGL RS13950 WP 010873510, 1 i e e e e e e e MTS
TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQONGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR
DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR

HI 0298 AAC21962.1 e
A1552VC RS11070 WP 000957200.1 ..o it e e e e e e
NTDB id 148626 FORC16 RS11925 WP 060530787.1
DSB67 RS12665 WP 010643259.1 ... e e e e
VP RS12240 WP 005479695.1 e
NGFG RS09235 WP 003689817 .1 . e e
GCO85 RSO7T725 WP 011946523.1 o e e e e e e e
ABD1 RS01615 WP 001274986.1 . . . e e
ACIAD RS01685 WP 004920473 .1 ottt e e e e e e e e e e e e

Vs V|

BE=LeEALE @ffa‘!{?véks L\éﬁtvgg hkTAéQ@E ALESA

SGL RS13950 WP 010873519.1 SSSSKKSRAVALRNYF.PFGN

TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKP GEBVELGLARPEDVEEABQKQRRG{EG
TELGFA.PDEVDSA QKQNVG[EG

HI 0298 AAC210962. 1 e e e e e e e e e e

VAGGHIDAEILRQA VQVKKT
DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKP GE
A1552VC RS11070 WP 000957200.1  ..............

ABD1 RS01615 WP 001274986.1 ...... MSALHTSPKF GFFRR AATMQTA DAAKRAKQDTVAY|MEE .
ACIAD RS01685 WP 004920473.1 ...... MSAFTTPPKF GFIRRMVEEGY| NAQ.MQQA EKAKKFKQDEVP YIRD .
* ok * * PEE T

L LD ~aYPY,
Agé?;HL%§EE$é

ST @ A

SGL RS13950 WP 010873519.1 DSV PEVAPIATQQMAE.IGRFFPL TCRR KFLPLAQQEGDPPS
TT RS08215 WP 011173991.1 YPYVJPEEDPPD. . ... PGAPL|RLPEBIRCR): ..
DR RS10060 WP 027479822.1 YEFLRPIQNPPD..... PKVALMIPEATARJ:#

HI 0298 AAC21962.1 TW........SPD..... LWERNQQQQS|SSL3%

A1552VC RS11070 WP 000957200.1

DSB67 RS12665 WP 010643259.1

VP RS12240 WP 005479695.1  [GESQPEESQMEYA. . ...
NGFG RS09235 WP 003689817.1 SYSILJERH PRH ..... R
GCO85 RS0O7725 WP 011946523.1 PMLPEENCI VG ..... T
ABD1 RS01615 WP 001274986.1 E

ACIAD RS01685 WP 004920473.1

EPLLIJIRGV
* % * %

ol

scrksPee| AE. W
= r:FI'-I'.I' E Té fKKN(-}LFI:/\ ’T'%

IIEKAVTGRE ELRQYKKNQLFEIKV-
TIMIQ

ATQL
AAQL
NGE

NKI AAQN
.EVH SAE
.NFS

DotRFAT .., eV

=N !—Jﬁ K ':NY‘L
NRILRVKGF. .EBRRE

..... IRV ElY
..... K\42P

* % kxkxk kX * %

w

317

w
=
~

[eNeoNoNoNoNoloNeoNe]

83
388

161
460
455

124
123
124
124
123
132
132
132



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1355 HI 0298 AAC21962.1

1168 A1552VC RS11070 WP 000957200.1
148626 FORC16 RS11925 WP 060530787.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306

SGL RS13950 WP 010873519.1

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1

1355 HI 0298 AAC21962.1

1168 A1552VC RS11070 WP 000957200.1
148626 FORC16 RS11925 WP 060530787.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306

SGL RS13950 WP 010873519.1

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1

13556 HI 0298 AAC21962.1

1168 A1552VC RS11070 WP 000957200.1
148626 FORC16 RS11925 WP 060530787.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

tELKEE ‘LmQE L = HI T I\ = 10D N
TQDDFNQMEEQY IREEWEAAQEKR.QERALDK.NDLTDIVGSIDMNLG.DK
ATEAABTKIB{ERFEBKAELSETAKEFAK . . . oo oo oo ..
AEKD@IRIBIER YBBEKGFEKLNKELAR. . ... .. ... .. ... RNKTQQSQEABLSVANES ABVQV

SSQUKEMBQQETPNAMQVEE . « « v e v et e e e e e e e QVKFYQHQETHFEQEDBERIIRL

?XE:@E%I:%% BRL Y SBRracEsy

.\v. 3L

ABHRAMQAAMRRIMMBRSIQGAANQ.GKHE. . ISQDEMAN . . . .. ...... ELQSI
ABCQEMQAAMRREMBKSIKQSQSSGLKE. . THQDEWAN . . ... ... ... VSBBEVES I
ABFREMTAAMRREMBRSLGQE . KSGLKHE. . INQDEWAG . . . .. ...... LVBIGEBEIENT
APFREMSTAMRREMERSLSHE . KSGLKE. . INQEEWMAS . ... . ...... LVBVGABEIDNI
DDQMAGMBEDWMGSRSTSL. .LQEL. . .. ...... GE..oovvvn.. EEESHTLYI
TDKIS ARIDNBLTAKESQGLSEYVERS . GDLEGEET . . .. .. ..... SAB . DEBQDIDTATSVTRBAIMY
HHKMEKMBG QHEMEESSFDFNDE. . .E.FD. . .J0DV. ... ... .... GPTAQEDEEIAPQGDEAP i
HDKMER/MYSEHBVEETHFNFDTE. . .E.LD...JDV........... PHTTDDDDERDKLK)Ja AlNV

* * %

i)

* % % * * *

bl G Rl 1 cns D ) Rt )

AKJ QEGTSDIHVEPQIETLR R RIADG LNIAFDPL RKETP ANV FISIVEDERIINIIISEDIGIRR I Y . . QGRK)
E

/\Lrl\ll

REVAFLQDJNeIRn:i 114 R@IND V QAL IDIEAIRRPYS . TLIZKGALNAMISV]
REVAAL QDJNSIRS: T1T TjD A VIR I PIEAIRREQN . SF KGAAQQ AR
QK NISIRREILIT L AD QE QLA I e
RISGASDIHFEPYERNMNYR RIRR[®DG
RISGASDIHFEPYERNNYRVRIRR[®D G
RISGASDIHFEPYENWIYRVRIBRIGDG L§ENSRI
RISGASDIHFEPYE|QUYRVR|ARIGDG LfE MR
RE|GASDIHFEJYERRIAR R RYDGRLIJENAS
RNGASDIHFEPYE#2YR R R[NDG LZIELW:
RWIGASD HFEPYEISIYRVR R{DG LIJ JW:
RYSJASD HFEPYEJSJYRVR RUDG L|AMY:
sk Dkok skok DD Dok |k NI * % % %

T T RR i Lo e et LT T RSN sl

GEK [§LR LDNB] TQ.G JFIRI TNJZETLQTVRAL A ALY (€L KIS
GEKﬁV ARRK K AR DIPE DINE A E
E

GEK L

GEK LDEB] ANLINIDINLG L

GEK LDEBIS BJLINIDINLG L

GEK LDEIISAIALINT | ISLG L

GEK LDEBISABILINIDINLG L
L
L
L
L
]

KIMEBILDIAERR
K I J4LDI ER
KIMSISLDIAERR
KIRSISLDIAERR
KIMSISLDIAERR
KIRSISLDIAERR

QPQP.
WVETQ .
LUEVR

PQDGRIKL
PQDGRIKL

(NPPRRGILSIMRLSIAR
QI3 I AMRGQIRASH
INPPESILRRIR (INAR
NIZZL QIMA NJHRA Sisk
NP PIRRLEWNRLEY- R

K MSNLDI ERR
K MS@ DI E R
K MS@ DI E R

Dokokok skok Dok |k |

3R STLPT.
NIRVSTLPTL
NIRVSTLPTL
NIRVSTLPTL
WIRVSTLPTL
IRVSTLPTL GEK L 83y ASJLIJID[MLG
LDS1e  AJqL[¢T “INLG
LDIgSIS ANILET DAL G
LDPASAMLGIDALG
* % *  Ix

137 VS TGP TRIAGEK
3RV LPTL GEK
3RV LPTL GEK

| * 1% Pl sk * % k % %

241
515
512
130
190
190
190
190
180
199
194
194

319
592
589
208
268
268
268
268
259
277
272
272

399
672
669
288
348
348
348
348
339
357
352
352



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1355 HI 0298 AAC21962.1

1168 A1552VC RS11070 WP 000957200.1
148626 FORC16 RS11925 WP 060530787.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306

SGL RS13950 WP 010873519.1

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1

1355 HI 0298 AAC21962.1

1168 A1552VC RS11070 WP 000957200.1
148626 FORC16 RS11925 WP 060530787.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306

SGL RS13950 WP 010873519.1

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1

1355 HI 0298 AAC21962.1

1168 A1552VC RS11070 WP 000957200.1
148626 FORC16 RS11925 WP 060530787.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

s

V.WSVN b HR L

)

W\[TAEDP EYALPGITQVQVIREKG A
T
T
S
I
Vv
I
STAEDPVEINLEGINQVQV PK GIYYFAIRALRSFLRQDPD MVGEIRDL TAEIAIKA QTGHLVLSTLHTNSAAET )
TAEDPEEINLPGINQV VNEKQG WFAMAL SFLRQDPDIIMVGEIRDLETA IATKAAQTGH VESTLHTNNAEHT S
N
T
T
[ oskosk | sk o skok ok k| | Poosk P DL Dok Dbk b b sksk Dok Dk | Pl bk DL Dok
b l.er’A*Eﬁv ITEFYIKANS LS DE | PA A5 QE
.HPSKEE LSASGDEVVTFYKANSLSPDEIHLARQKGN
.KPDPET|H LSEA ............... GARLYKGM
.NADPEV|® ISER ............... GANLMRGT,
......................................... N

.RPSALLQSQFEFQPNEELY
.PYNATFE.LJELKADDMIY................. QADK Qe
.EPNSQLQ.HWEIANTEQIF................. QANPD[HE
.EHTVQLQ.HBEIQTTIBNIF. ... ............. RANPD[H
FTDEDMAK . . . . ..o oo .. DWKLYRA V[elo
FKEADMV. . .. ........... NLKLYKAV[H
CEFTEQDMAHP . . ... ........ DFRVFQP V[ele
GFTPED AQP. .o EFQIFEPV[HS
* %k

i T .

RLRNMGVESJFNT A

Pk ko ok skoroskokokok ok

P RJYEYL:EE il

QKCSGSGY GR G YEVMiEnH AEL
ER[¢GG T{eN@ed:] Y @iH|ANL V VD RHA
IACIHENNGY 'GR  GIIIE © MAWuty RRT

BNGY GR G Y FLHWQQ

MeEGYBIGR GIYEVMAFNTE

IGYRIGR GIYEVMIZa

. HEMS QAT CRR@AWIK D S
A

dokok LD Dok | %

LES

NG YSIGRISG I YEVMiAEY B

GREAG YEVMiE 1

GR ‘G| EVIR3INNED
(CARCREANIKVTPE

GR GIYEVMKITPE SKIpE
11 ko sk k% *

DR[®R G Q[¢a4

LK .

AAABE .

AATINE .
**x ok

TL[EFNNISRR[EIEIRK €
kk kokk  kokkokkok

oo Dk Dk Ddokok %

479
752
749
368
428
428
428
428
419
437
432
432

558
816
813
407
490
489
489
489
485
502
498
498

637
889
887
464
562
561
561
561
558
574
570
570



logo

NTDB id 1410
NTDB id 1028
NTDB id 1306
NTDB id 1355
NTDB id 1168

ECRAKRIKSAL TS RT - AAELRREWLID

SGL RS13950 WP 010873519.1 EMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1 . e e e
HI 0298 AAC21962.1 e
A1552VC RS11070 WP 000957200.1 ... . i i e e

TSREFS

NTDB id 148626 FORC16 RS11925 WP 060530787.1 ... ... . . . . . it

NTDB id 1401
NTDB id 1293
NTDB id 1110
NTDB id 1251
NTDB id 1058
NTDB id 1018
consensus

DSB67 RS12665 WP 010643259.1 ... .. . e
VP RS12240 WP 005479695.1 . e
NGFG RS09235 WP 003689817.1 ... . . . e
GCO85 RSO7725 WP 011946523.1 ... e
ABD1 RS01615 WP 001274986.1 ... . . . e
ACIAD RS01685 WP 004920473.1 . i i e e e e i

X non conserved
B similar
Bl >50% conserved

672
889
887
464
562
561
561
561
558
574
570
570



