
logo MVKPKVIGLLVTLVASTLGLFALSGACANTQGTAVDTKTDKADQVITAQGDWTSPVEKI
LYSAEARQDEALKNASGSANW
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LYEKI LEGSRAFAPGTTSARLHARQQASQI

LDKTAFY
NTDB id 148601 L63ED372 RS06210 WP 156343565.1 MVPVGLVLATGLFLSGCAN.....TTKDVTAGWTPEKIYSEARDEAKAGAWDKAIGYYEKLEGRAAGTALAQQAQIDKAF 75
NTDB id 1102 NMB RS03635 WP 002244053.1 MKKILLTVSLGLALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLDTAY 80
NTDB id 1106 NGFG RS01495 WP 003687645.1 MKKILLTVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTAY 80
consensus !****!****!!*!!*!!**** ******!**!**!!*!*!!*!!********!***!!*!!*!******!*!*!*!*!*

logo AQYYKTDGDDEKI
D
Q
KAVLATALI EDRF IRRLHPTQSHPANI

MDYALYLKRGLVNLFNDENDLQGSLFFLSNFKI
L
T
A
R
SQDLWSEDRDQPKAANKRDESAYEQAFRAELSVTQRFPENS

NTDB id 148601 L63ED372 RS06210 WP 156343565.1 AQYKTGDKIQAVATLDRFIRLHPTSPAIDYALYLKGLVNFNDNLGLFSFITRQDLSERDQKAAKDSYEAFRELSTRFPES 155
NTDB id 1102 NMB RS03635 WP 002244053.1 AYYKDDEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNS 160
NTDB id 1106 NGFG RS01495 WP 003687645.1 AYYKDDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNS 160
consensus !*!!***!**!*!***!!*!!!!**!**!!!!!!*!!!*!!***********!!*!*!!*!!****!*!!*!!**!!!*!

logo KYSAADARTQARMTVHKI
LVNDSALAGAGYNEVMHSVARYYAMS

KRGAHYVIAAI
ANRAKQQKAI IAGDSYQGNVTPRAYLVEEASLAI L IESLSAYKAKMLGDMKTPAQRLSANADATRRV

NTDB id 148601 L63ED372 RS06210 WP 156343565.1 KYSADARQRMTHIVNSLAAYEVHVARYYASRGAHVAAINRAQQAIADYQGVPALEEALAILISSYKAMGMTALSNDARRV 235
NTDB id 1102 NMB RS03635 WP 002244053.1 KYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAADTRRV 240
NTDB id 1106 NGFG RS01495 WP 003687645.1 KYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTRRV 240
consensus !!*!!!**!!***!**!***!**!!!!!**!!!**!!*!!!***!**!!*****!!*!!!!***!!***** !**!*!!!

logo LETNFPKSAPFLKLTHQTADPGWAEQRPSVKDRDSMGPGWWRLYWH
NTDB id 148601 L63ED372 RS06210 WP 156343565.1 LETNFPKSAFLLTDGAEVKRSGGWRLW. 262
NTDB id 1102 NMB RS03635 WP 002244053.1 LETNFPKSPFLKQPW.RSDDMPWWRYWH 267
NTDB id 1106 NGFG RS01495 WP 003687645.1 LETNFPKSPFLTHAW.QPDDMPWWRYWH 267
consensus !!!!!!!!*!! * *****!!*!*
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X ≥ 50% conserved


