
logo MKKSLSVCYKLR IHYKQFSQRAECYLASPTLGKTI ESCYRPSLFGGSYSLATI
VDDNTVFAMMVASDEGE I

LYLRAVCEQSAQYCRVAKHKPNPPVLWLKTMYKQKCNGRLSVATLKN
NTDB id 147108 AB184 RS08890 WP 004100775.1 MKKLVCLRIHQFRACLSPLGKISCRPLFGGYSLAIDNTVFAMMAEGEIYLRVCEQSAQYRVAHKNPLLKMQKNGRLVALK 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! ! * !!* *! *!! ! *!*!!! !!! *! !!!!!* *!!*!!! !!!!!!!*! !*** ! !*!! ! !

logo YYHR I
VDEGSLWRDNQSKLKMLFVHRLSAKLYSLDQATALRKNEKHSRTQRNRHTRSEGRLKDNLPNI

MSFHLMEAL IQLGI ENSVGIKDEVLRATLR I
K
I
LGAKEMACWLRLRKQMQN

NTDB id 147108 AB184 RS08890 WP 004100775.1 YYHIDEGLWRDSKMLFHLSALSLQTARNEKHRQRHSGRLKNLPNISFHMELQLINSGIKDELTLRKIGAKEAWLRLRKMN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !!**!! !!! ! *!! !! ! !!* * !!! !!!*!!!*! ! !!!! !! *!!! *!!!!! !

logo

K
S
A
L
L
VTEVKNI

VLFYMSLEGAIAIG I
VHAEAATLPTVAQQRRQELAEEWAADSVLQTVPQEKMQEAFPYASEGLE

NTDB id 147108 AB184 RS08890 WP 004100775.1 KALTVNVLYSLEGAIAGVHAATLPTQQRQELEEWAAVQVQEMEAYSG.. 207
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus *! *!* !!!!! !*! ! !! !!!! !!! * ! * **

X non conserved

X similar

X ≥ 50% conserved


