
logo MFSFFKRRFKKKSGQAEPTPALQDEEAPEQNVPQAEPTAQAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKE
T
T
VVAEEPLMPSEAPGV

NTDB id 146969 ABW99 RS18220 WP 047215121.1 MFSFFKRFKSGAP.AQDEPENPAPQ............................................TVVEPLPSEPV 35
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!!*! ! **! *!* * * ******************************************** ! **!!!*
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V
D
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NTDB id 146969 ABW99 RS18220 WP 047215121.1 TVPEP......EPSEEAAASEGEIIAAPPPEPAAKRSWIGRLKSGLAKTS....AGLTGVFVGVKVDESLFEELEDALLM 105
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
consensus *!******* * ! * ! * !*** * *! ! *!!! !!!!* **** ! !!! ! * ! !*!!!! !*

logo

G
SDAMGMVEATEQYLLMKADLVRGQKRVKSLTDKGRLKTDEGENEQLVRGLALKRDEALLVYDEL ILKPLEKRPTLMVLGPERTEKEQPFLVIMI

LAGI
VNGAGKTTS IGKLAKHY

NTDB id 146969 ABW99 RS18220 WP 047215121.1 SDAGVEATQYLLKALRQKVKTDRLTEGEQVRLALRDLLVELLKPLERTMVLG.REQPLVIMIAGVNGAGKTTSIGKLAKH 184
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
consensus ! !*!!! !!*! *! *! ! *! *! !!** ! *!*!!!!***!!** ! !!!*!!*!!!!!!!!!!!!!!*

logo FQAQYGKQSVLLAAGDTFRAAAREQLAQAIWGEGRNGNVTVI
VSQETSTGDPSAAVCVFDAVNQAAKRARGKIDIVLMADTAGRLPTQLHLMEE I

L

NTDB id 146969 ABW99 RS18220 WP 047215121.1 FQAYGQSVLLAAGDTFRAAAREQLAIWGERNGVTVVSQESGDPAAVVFDAVNAARARKIDIVMADTAGRLPTQLHLMEEL 264
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
consensus !!! ! !!!!!!!!!!!!!!!!!! !! !! !!!*!! *!!*!!!*!!!!*!!*!! !!!!*!!!!!!!!!!!!!!!!*

logo KKI
VKRVLAQKATGIHPGNAPHE I ILLVVI

LDAGNI
TGQNALVNSQVKAFDDALGQLTGL IVTKLDGTAKGGI LAAI

LARSDQRPVPVRYFYIGVGEGKI
V

NTDB id 146969 ABW99 RS18220 WP 047215121.1 KKIKRVLAKTGHNAPHEILLVIDGNTGQNALSQVKAFDDALQLTGLIVTKLDGTAKGGILAAIARQRPVPVYFIGVGEKV 344
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
consensus !!*!!!! ! !!!!!**!*!*! !!!!* !!!!!!!!! !!!!!!!!!!!!!!!!!!!!*! !!!!! *!!!!! *
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D
EDLQRPFDSAERAEFAVDALVLDGI

NTDB id 146969 ABW99 RS18220 WP 047215121.1 EDLQPFSAEEFADAVLGI 362
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD. 417
consensus *!! !! ! ! !!*! *
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X ≥ 50% conserved


