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NTDB id 1188 NELON RS01755 WP 003772458.1 .........MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAK 71
NTDB id 1424 RS RS02795 WP 011000517.1 MK..SMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDL....SV 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ..........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPST 70
NTDB id 146965 ABW99 RS17070 WP 047214930.1 MKHRCTLRRKQPDSRGFTLIELMIVLAIIGILVTVAVPAFQNYLIRARVMEGMSLASSAKAAVTENAM....LGAPHLAA 76
NTDB id 1274 LPP RS09530 WP 011214168.1 ...........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAAT 69
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ...........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAAT 69
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NTDB id 1188 NELON RS01755 WP 003772458.1 AFNKTAAAGGGAGGAAAAGTQH.....ASKYVKSVK..VTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVN..... 139
NTDB id 1424 RS RS02795 WP 011000517.1 G............SSV......F...TPTKNVANLTIAGTGTVPGQITVT.YTTA.......AGGGTLALVPTAA..... 120
NTDB id 1002 ACIAD RS15100 WP 004923779.1 A............GSSCVGVQEISASNATTNVATAT..CGASSAGQIIVTMDTTK.......AKGANITLTP........ 121
NTDB id 146965 ABW99 RS17070 WP 047214930.1 G............WTPP.........MATDNVASIA..T.NDTNGTITIT.YTER.......AGNGTLVLTPKAAYGNDA 124
NTDB id 1274 LPP RS09530 WP 011214168.1 G............YVSP.........AATPNVASIA..I..GANGVITIT.YTAA.......AGGGTIVMTPTLQ..... 111
NTDB id 1258 GCO85 RS09745 WP 014844212.1 G............YVSP.........AATPNVQSIA..I..GANGVITIT.YTAA.......AGGGTIIMTPTLQ..... 111
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NTDB id 1188 NELON RS01755 WP 003772458.1 ..KA.VPAATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK.... 188
NTDB id 1424 RS RS02795 WP 011000517.1 .GTALPVSSAPSGPIMWTCYAQNKAQAASSVA...PSGTMSLAAKYAPAECR.... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........TYASGAVTWKCTT...................TSDKKYVPSECRG... 147
NTDB id 146965 ABW99 RS17070 WP 047214930.1 APGALTAGKTPSGQIGWTCESKDGANSA...........ATLDPKYAPAECRPKKG 169
NTDB id 1274 LPP RS09530 WP 011214168.1 ..........ANGDVTWTCTG..................GTLLAKYRPASCRP... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ..........ANGDVTWTCTG..................GTLLAKYRPASCRP... 136
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