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NTDB id 1045 H0N27 RS16330 WP 168727019.1 .MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLT 84
NTDB id 146945 PGR6 RS24505 WP 064620439.1 MNTSPRQKILIVDDEPDIRELLEITLGRMKLDTSSARNLAEAQALLARDTFDLCLTDMRLPDGTGLALVQHIQQRYAQVPVAMIT 85
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMIT 82
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NTDB id 146945 PGR6 RS24505 WP 064620439.1 AYGSLETAINALKAGAFDFLTKPVDLTRLRELVISALSLPAP...GGTSSGIDRRLLGDSLPMRNLRKQIDKLARSQAPVYISGE 167
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EAEEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISGE 164
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NTDB id 146945 PGR6 RS24505 WP 064620439.1 SGSGKELVARLIHDQGPRASRPFVPVNCGAIPSELMESEFFGHRKGSFSGAIEDKPGLFQAAQGGTLFLDEVADLPLAMQVKLLR 252
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLR 249
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQ 339
NTDB id 146945 PGR6 RS24505 WP 064620439.1 AIQEKAVRSIGGQQETVVDVRILCATHKDLDAEVAAERFRQDLYYRLNVIELRVPSLRERRDDIELLANNMLKRLAASTGQPPAK 337
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAAR 334
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLE 424
NTDB id 146945 PGR6 RS24505 WP 064620439.1 LHPQALEALKNYRFPGNVRELENMLERAHTLCENKQIEASDLRLAEGNCNPDG................GVPDLTQIDNLEAYLE 406
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQE................GAASLSEIDNLEDYLE 403
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