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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 146930 PGR6 RS07230 WP 064616572.1 MRTGMMALALGLLALRFLPALPPAGLWLLLPVVGLMLLP.....F...R....TFPLAFWLFGFSWACANAQWALDDRLALKLDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLP.....F...R....WRPLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
consensus !!********!***!***!*!** * **!****!**** * ! *!!****!* !** *!!**!***!** **!

logo

E
K
R

D
T
F
I
R

R
W
A
L
V

T
EGQRVVATEGLPDEQQRVARTGEGDAVTVRFLEFLERTI

D
E
I
S

SH
Q
S

D
S
A
R
G
H
R

A
D
T

A
G
Q

V
LPPRSHR I

L
VRLSAWYGLGRSWHERQREAEAATDRRAGIPDEP I

L
V

N
Q
R

P
SGQERWQRLTAALVKRLKRPAHS

NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 146930 PGR6 RS07230 WP 064616572.1 ETRWVEGRVTGLPQQAEGVVRFELTDS.QSRRTQLPRHLRLAWYGG....................PPVNSGERWRLAVKLKRPA 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 146930 PGR6 RS07230 WP 064616572.1 GLLNPHGFDYDAWLLAQRIGATGTVKDGQRLGQA..............QWAWRDGIRQRLQAVDAH.GRTGALTALVLGDGAGLS 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 146930 PGR6 RS07230 WP 064616572.1 REDWQVLQDTGTVHLLVISGQHIGLLAGLVYLLIAG.......LARYGLW..PRRLPWLPWACGLAFAAALGYGLLAGFEVPVRR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIW..PQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 146930 PGR6 RS07230 WP 064616572.1 ACLMIGLLLLWRLRFRHLGAWWPLLLALDGVLLLDPLASLQPGFWLSFAAVAVLIFTFGG.......RL.......GPWRWWQTW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG.......RL.......GVPSWWRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 146930 PGR6 RS07230 WP 064616572.1 TRAQWLIAIGLCPLLLVLGLPISLSGPLANLLAVPWISLLVLPPALLGTLLLAVPYVGEGLLWLAGGLIDLLFKGLALVAGQLPA 439
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 146930 PGR6 RS07230 WP 064616572.1 WVPVAVPLWVWAFGALGAFLLLLPPGVP...LRPLGWPMLLLLVFAPRHTLPEGVAEIWQLDVGQGLAILVRTRHHTLLYDAGPR 521
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 146930 PGR6 RS07230 WP 064616572.1 FGDI.DLGERVVLPTLRKLGVNGLDLMLISHADADHAGGARAIASGVPVTRVLSGDPLAL.......PDELHAEGCESGQQWTWD 598
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 146930 PGR6 RS07230 WP 064616572.1 DVRFQLWQWS......SASDSNQKSCVLQIEANGERLLLTGDIDTAAERVLLD..SPLAVPTDWLQAPHHGSRSSSSMALLSALL 675
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 146930 PGR6 RS07230 WP 064616572.1 PKAVLISRGNGNSFGHPHPTVVARYQKRGMAIYDSAEQGAIRLQLGRFK..PPWTMLQERRFWRDPPVLRQ............ 744
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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