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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 146908 PDR5 RS21000 WP 064598572.1 MRTGMMALAVGLLAAVFLPALPPV........GLLLVLPWVAL....MLLPFRSYPLAFLLLGFAWAGFNAQLALNDRLPSRLDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSF........GWLLALAPVGL....LLLPFRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 146908 PDR5 RS21000 WP 064598572.1 ETRWVEGRVVGLPQSAEGVVRFELADAR.SRHEKLPSLMRLAWYA....................GPEVKSGERWRLAVKLKRPG 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 146908 PDR5 RS21000 WP 064598572.1 GLLNPDAFDYEAWLLAQRIGATGTVKDGQRLAPAQ..............WARRDSIRQRLLAVDAQ.GRNGALAALVLGDGSGLS 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAAS............SGAWRDRLRQRLLTVEAH.GRAGAIAALVVGDGSGLS 209
consensus ***!! *!!*!***!! ***!*!*** ! !** ! **!* *!**!!**** *******!!!*!!*!!**

logo

Q
R
T

E
ADWEQR I

R
V

F
L
R
Q
R
DTGI

T
S
VHLLMVSVI SGLQHVITGLMI

LAAGLFLMGYAVLWVALMAGLLWARFRWSGI
F
G
W
L
P
ARWLRTPLPQ

LRLMWPAWQLRPAWGAACVGALAMFTAGAAFLAGYCGW
LLAGMFDEGVPAVQRR

NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 146908 PDR5 RS21000 WP 064598572.1 REDWQILQDTGTVHLLVISGQHIGLLAALMYALVAGLARFGFWP.........LRWPWLPWACGLAFTAALGYGLLAGFDVPVRR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIWP.........QRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 146908 PDR5 RS21000 WP 064598572.1 ACVMVALVLLWRLRFRHLGAWWPLLLAFNGVLLMDPLASLRPGLWLSFAAVAVLIFTFGG.......RLG.......PWRWWQTW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG.......RLG.......VPSWWRAL 356
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VSVFALVTVLTVPPLALMLGSTAFLLLPSWEIVPHWLSVQGPEAGVL ILWALEAAGSGFLAILADWGLVMLPFERWALDLALAI LAPGGRWGQWSPVA
NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 146908 PDR5 RS21000 WP 064598572.1 TRAQWLIAIGLCPVLLALSLPISLSGPLANLLAVPWVSFAVLPPALLGTLLLSIPHVGEGLLWLAGGLIDGLFRALALIAGRWPA 439
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 146908 PDR5 RS21000 WP 064598572.1 WVAESMPGWIVALGCIGAVLLLLPRGVP...LRPLGWPLLLVLAFPPRERLAEGVADVWQLDVGQGLAILIRTRHHALLYDSGPR 521
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 146908 PDR5 RS21000 WP 064598572.1 FGDF.DVGERVVLPALHKLGVERLDLMLLSHADADHAGGALAVAKGLAVSRVISGDPPGLPE.......ALNAEACESGRQWQWD 598
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERLPA.......ALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 146908 PDR5 RS21000 WP 064598572.1 GVAFHLWQWA......EAHDSNQRSCVLQIEANGERLLLTGDIDTNAERDLLNSA..LAVPTQWLQAPHHGSRSSSSMALLKVLQ 675
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 146908 PDR5 RS21000 WP 064598572.1 PQAVLISRGQGNSFGHPHPTVIARYRKQGIHIHDSAEQGAIHLQLGRFQ..PARSMRQQRRFWRDPPLPGAEYR......... 747
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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