
logo

MNITTDI I
MKKTI

W
L
M
A
L
G
V
I
L
F
V
I
L
A
IAAAVALLVGL IKGDCFFLMSAVDPQKQI

T
Q
S
G
Q
A
T
K
S
E
SYDEKTVLMAYFPLSDSRYPETAGKSHIKRDAIANEGHPSDE I

VCTIDRDGA
NTDB id 146756 ABA10 RS12870 WP 009967785.1 .......MKKWMAGLFLAAAVLL......CLMVPQQIQGASSYDKVLYFPLSRYPETGSHIRDAIAEGHPDICTIDRDGA 67
NTDB id 110 BSU 03430 NP 388225.3 MNITTDIIKTILLVIVIIAAAAVGLIKGDFFSADQKTSQTKEYDETMAFPSDRYPETAKHIKDAINEGHSEVCTIDRDGA 80
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NTDB id 146756 ABA10 RS12870 WP 009967785.1 DKRREESLKGIPTKPGYDRDEWPMAVCEEGGAGADVRYVTPSDNRGAGSWVGNQMSSYPDGTRVLFIVQ 136
NTDB id 110 BSU 03430 NP 388225.3 EERREQSLKDVPSKKGYDRDEWPMAMCKEGGEGASVEYISPADNRGAGSWVGHRLTDYPDGTKVLFTIQ 149
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