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consensus ********************************* ! ! *!!* *! !*! ** !!** *! !!* !!!!!*! **

logo

A
T
D
N
L
T
I
M
Q
T
E
KGI

L
A
V
G
T
G
KIDLVDSAKI

V
G
Q
E
KIAVLTVLALLYFGAFGAL ILFVNSYFTAQGSF ITVASTLVI

SQKRFLSTKQKRLMRNTAE I
L
A
S
D
RKIDNHKMVPLKYFDSHTSQYGDNTVLSR

NTDB id 146480 ABE82 RS12520 WP 053325446.1 ANLIQEGIVTGIDVSAVQKIVLVLALLYGFGLIFNYFQGFITATVSQRLTKKMRTELSRKIDHMPLKYFDSTSYGNVLSR 160
NTDB id 370 SMU RS04260 WP 002263294.1 TDTMTKGLAGKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSR 127
consensus * !* !!* * ! ! !!!!! ! * ! !! !* !* * **! * !! **!!!!!!!*! ! !!!

logo VTNDVDLTI
M
G
TQSTFLNNQSLGVSTLMVAGAI

L
A
I
L
T
F
L
I
VGAS ILFIMMI

L
K
YTNGWAI LMATAITAGI LVASTVFLAIGFCVLMSSTVIMAKHKSQKPLYFKVAKQQAENLAGDQI

V
N
SGHYI

V
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NTDB id 146480 ABE82 RS12520 WP 053325446.1 MVYIRLFTQPLSQLAQAATNLQSAAAASERVFEFLGEEELADERHKTIKLDTAKGDVEFKHVRFGYNTDRMIIKDFSMKA 400
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NTDB id 146480 ABE82 RS12520 WP 053325446.1 EAGQKIAIVGPTGAGKTTLVNLLMRFYELNDGEIYIDGTPISQLTRENIHELFCMVLQDTWLFEGTIRDNIVFSKDHVTD 480
NTDB id 370 SMU RS04260 WP 002263294.1 KAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITD 447
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