
logo

MNNSNMNAQKCLKPRLAMF
K
R
N
Q
S
H
K
G
K
V
I
F
L
I
N
S
A
R
R
V
I
Q
I
F
L
G
V
I
S
C
I
L
M

GTALIVLTSAYA
I
G
S
A
M
I
L
F
L
S
M
A
L
M
S
Q
P
S
V
A
L
Y
A
A
L
S
L
N
K
A
A
D
Q
A
N
V
A
D
T
S
I
M
L
E
Q
I
T
D
K
S
N
L
I
V
D
S
K
V
F
P
V
A
S
L
M
A
N
S
P
Q

I
L
A
P
E
G
D
N
Q
G
R
L
T
V
R
E
L
V
I
K
T
D
R
F
L
V
M
QFDSNEKGLPVLPAKPQAELQPRTAQGSAFYI

T
Q
I
T
L
Q
E
R
K
N
QPPSA

NTDB id 1257 GCO85 RS04855 WP 163621000.1 .................MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPP 61
NTDB id 1284 ACE17W RS12370 WP 010946666.1 .................MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPP 61
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .................MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPA 62
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .................MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPS 62
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .................MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPS 62
NTDB id 146333 ABA45 RS03650 WP 048384368.1 MNNSNMNAQKCLKPRLAMFKKLNVIVC.AVTIGLLSSLANAATLQDVSFSSLPGDRLEVTLQFDGPPP.EPTGYTIERPA 78
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .................MNSGLSRLGI.ALLAAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPA 61
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 RLVLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKEV.. 139
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RLVLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKEV.. 139
NTDB id 1009 ACIAD RS15175 WP 004923730.1 RLILDFDKAGQKLA..KSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTA......... 131
NTDB id 1039 H0N27 RS01460 WP 031993779.1 RLILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSN......... 131
NTDB id 1052 ABD1 RS15850 WP 001017033.1 RLILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSN......... 131
NTDB id 146333 ABA45 RS03650 WP 048384368.1 RIAVDLKDTTSALG..ARSLPLGSGNAQSMTVVETNDRTRLIFNLIELVPYTTQRNNNALVMIIGGDSADVASGVSGSDG 156
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RIALDLPGVQNKLG..TKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVK 139
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ...........FITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSD 208
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ...........FITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSD 208
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .TPVAT.........SAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTD 201
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .KPLPV.........VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVND 200
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .KPLPV.........VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVND 200
NTDB id 146333 ABA45 RS03650 WP 048384368.1 ASPVA..........SAADAAAALVDVDFRRGAQGEGRVVVRLASATTQVDLSELGGKIRLTMPDLTVPERLRRRLDVTD 226
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ASPAPASYAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKD 219
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 FHSPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQL 288
NTDB id 1284 ACE17W RS12370 WP 010946666.1 FHSPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQL 288
NTDB id 1009 ACIAD RS15175 WP 004923730.1 FATPVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQL 280
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQL 279
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQL 279
NTDB id 146333 ABA45 RS03650 WP 048384368.1 FATPVQRIDTFIEGGGAVIEIRPEGDYDYIAYQSGNEFTVSVERLSEEEAVTRREEKFPYSGDKLSLNFQDIEVRSVLQL 306
NTDB id 1193 PAKAF RS26665 WP 003161249.1 FATPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQL 299
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 LADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRS 368
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRS 368
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LADFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQT 360
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQT 359
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQT 359
NTDB id 146333 ABA45 RS03650 WP 048384368.1 IADFTGLNLVASDTVGGSITLRLQNVPWDQALDLILKTKGLDKRQIGNVLLVAPADEIAARERLELETTKQIAELAPVRL 386
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRR 379
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 DLIQINYAKAADIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKI 417
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DLIQINYAKAADIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKI 417
NTDB id 1009 ACIAD RS15175 WP 004923730.1 EYILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKI 431
NTDB id 1039 H0N27 RS01460 WP 031993779.1 EYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSI 439
NTDB id 1052 ABD1 RS15850 WP 001017033.1 EYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSI 439
NTDB id 146333 ABA45 RS03650 WP 048384368.1 DIIQVNYAKAAEVVALVQAD................................QELISSRGFISSDDRTNTISVRETIEKL 434
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ELIQVNYAKAADIAKLFQSVTSDGG..........................QEGKEGGRGSITVDDRTNSIIAYQPQERL 433
consensus **!***!!!!*** !* **** !!*!**!*!!!******** **

logo

E
DQELVIRERKI

L
M
V
I
K
S
D
T
L
Q
W
LDVIQPVRKQVSLMVI EAR IVERVANQSTVKTGNDSVYFADTSEQKDSEMILG I

V
S
K
RWGGVIASLAYRSHYPQKSTGGVHI SLNTGQWNSSGNGSTNVYNI

L
G
S
L
K
E
V
D
GAGNS IQEGSLTAITKVLDEWENADLGRMNSEANPDKCSKAGDNRGPEGITASTGESGCIYGKTAFYPGTAATN

NTDB id 1257 GCO85 RS04855 WP 163621000.1 EEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSGT..LEGANEL.........AR.....GTAPAN 481
NTDB id 1284 ACE17W RS12370 WP 010946666.1 EEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSGT..LEGANEL.........AR.....GTAPAN 481
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSN.....GTY... 503
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGYKY... 516
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGYKY... 516
NTDB id 146333 ABA45 RS03650 WP 048384368.1 DEIRRLVSTWDVPVRQVSIEARIVRAQTNVAESLGVSWGGAAYSVSGNNVISVGGSQSAVEEARSA.ANGGSGEITFPGA 513
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSGY.GKDGNIGIKDEDGMN.CGPIAGSCTFPTT 511
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 VVPLERRLNLDLAAVPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQE 560
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VVPLERRLNLDLAAAPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQE 560
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TIERPDNLNVDL.....GVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQS 578
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TIERPDNLNVDL.....GVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQS 590
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TIERPDNLNVDL.....GVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQS 590
NTDB id 146333 ABA45 RS03650 WP 048384368.1 .......LAVDL.....GVSGNGASSFAIGFGS.NDFLVDLELSALESDGKAEIVSQPRVVTADRQTASIKSGQEIPYQE 580
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GTSKSPSPFVDL.....GA.KDATSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQE 584
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYK 636
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYK 636
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINSY.AQNGEAILNKNTINTNVLVNNGETVVLGGVFE 657
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGA.APNGELILNKNNINTNVLVDNGETVILGGVFE 669
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGA.APNGELILNKNNINTNVLVDNGETVILGGVFE 669
NTDB id 146333 ABA45 RS03650 WP 048384368.1 ASSSGAT...STSFKEAVLSLEVTPQITPDDKIIMDLEVTQDSRGED..TPSGPAINTNSVTTQVLVANGETIVLGGIFE 655
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ASSSGAT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFS 661
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 QDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 146333 ABA45 RS03650 WP 048384368.1 STNTETTTKTPFLGDIPYLGRLFKRTQTTELRSELLIFITPKIIKNDLVR............ 705
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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