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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 146331 ABA45 RS03350 WP 048388629.1 .MARGINKVILIGNLGQDPDTRYTPNGNAVVNLSIATDESYKDRQTGQMVPKTEWHKVVMFGKVAEVAGQYLRKGSKIYV 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGYG..QSQ.EAYQRPAQQSR..QPAS...... 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGYG..QSQ.EAYQRPAQQSR..QPAP...... 141
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGG.N..QG......SGWNQAPAQ.....TNYNQGGYS 140
NTDB id 146331 ABA45 RS03350 WP 048388629.1 EGKLQTRKWQNKDGQDVYTTEVVVD.ISGQMQMLDSRNSDGGGMN.QGQQGQGQPQNRPQQAPARPQNANQPPQDDGGYN 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPA.QGGMNVPAQQ.GSWGQPQQPAKQHQPMQ...... 152
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 .......DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 .......DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 DNYAQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 146331 ABA45 RS03350 WP 048388629.1 QG.SQNENYNQQPANAPSS..PQKNTMPDPVDDFDDDIPF 194
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .............QSAPQQ..YSQPQYNEPPMDFDDDIPF 177
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