
logo MRCLTCLKLSFKPLCPNCLNDLPLSLKVRVLEGVSVYSFYAYSE I EEL IKSKYAL IGSR I LPLLSQKAGAEFVKI LQEKQG
NTDB id 146309 AA974 RS07110 WP 064433972.1 MRCLTCLKLSFKPLCPNCLNDLPLSLKVRVLEGVSVYSFYAYSEIEELIKSKYALIGSRILPLLSQKAGAEFVKILQEKG 80
NTDB id 1221 C694 RS07590 WP 001203580.1 MRCLTCLKLSFKPLCPNCLNDLPLSLKVRVLEGVSVYSFYAYSEIEELIKSKYALIGSRILPLLSQKAGAEFVKILQEQG 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !

logo LNI
TPLYGIA IDDKI

VKSFYSHSAALLKGFCQGNLKAPTYGRLRAANNAVSYAGKSLEFRANNPRDNFTFKGDEKNSLDYFLLDDI I
NTDB id 146309 AA974 RS07110 WP 064433972.1 LNTPLYGIAIDDKVKSFYSHSAALLKGFCQGNLKATYGRLRAANAVSYAGKSLEFRANNPRDFTFKGDKNLDYFLLDDII 160
NTDB id 1221 C694 RS07590 WP 001203580.1 LNIPLYGIAIDDKIKSFYSHSAALLKGFCQGNLKPTYGRLRANNAVSYAGKSLEFRANNPRNFTFKGDESLDYFLLDDII 160
consensus !! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!

logo TTGTTLKEALKYLKTLNIKAVHFATIALCSADE
NTDB id 146309 AA974 RS07110 WP 064433972.1 TTGTTLKEALKYLKTLNIKAHFTIALCSADE 191
NTDB id 1221 C694 RS07590 WP 001203580.1 TTGTTLKEALKYLKTLNIKVHFAIALCSADE 191
consensus !!!!!!!!!!!!!!!!!!! !! !!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


