
logo MKKSTLCLSFFLTFSNPLQALVI ELLEE IKTSPHKGTFKAKVLDSKEKPRQVLGVYNI SPHKKLTLTITHI STAIVYQP I
LDE

NTDB id 146308 AA974 RS06865 WP 064433928.1 MKKTLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKEPRQVLGVYNISPHKKLTLTITHISTAIVYQPIDE 80
NTDB id 1207 C694 RS07860 WP 000749005.1 MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKKPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDE 80
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo KLSLETTLNPNRPTIPRNTQIVFSSKELKELSHPHQMPSLNATP I
MQKPQNKPHNSSQQPSLSQNFSYPEPSKLGSKNLSKNSSLLQPL

NTDB id 146308 AA974 RS06865 WP 064433928.1 KLSLETTLNPNRPTIPRNTQIVFSSKELKELHPHQMPSLNTPIQKPQNKPNSSQQSLQNFSYPESKLGSKNLKSSLLQPL 160
NTDB id 1207 C694 RS07860 WP 000749005.1 KLSLETTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPSQNFSYPEPKLGSKNSKNSLLQPL 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!! !*!!!!!!!*!!!!* !!!!!!!*!!!!!! ! !!!!!!

logo AI
TPGSKI

TSPATNETVKQTPTNDTKPPLKHSSEDQENSNLF IATPPTEKTLPNNTPSNADINSENNENSANSNENKRDNVEKQAI
VRDAPNI

VK
NTDB id 146308 AA974 RS06865 WP 064433928.1 ATPGKTSPANEVKTPTNDTKPPLKHSSEDQENNLFIAPPTEKTLPNNTPNADINENNENSANNENRDNVEKQAVRDPNVK 240
NTDB id 1207 C694 RS07860 WP 000749005.1 AIPSKISPTNETQTPTNDTKPPLKHSSEDQESNLFITPPTEKTLPNNTSNADISENNE...SNENKDNVEKQAIRDANIK 237
consensus ! ! ! !! !! !!!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!*!!!! !!!!*** !!!*!!!!!!!*!!*!*!

logo EFACGKWVYDDENLQAYRPS I LKRVDEDKQTATDITPCDYSNTAENKSGKI ITTPYTKI SVHKTEPLEEPQTFEAKNHNFATI L
NTDB id 146308 AA974 RS06865 WP 064433928.1 EFACGKWVYDDENLQAYRPSILKRVDEDKQTATDITPCDYSNAENKSGKITTPYTKISVHKTEPLEEPQTFEAKNHFTIL 320
NTDB id 1207 C694 RS07860 WP 000749005.1 EFACGKWVYDDENLQAYRPSILKRVDEDKQTATDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFAIL 317
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*! !!

logo QARSSTEKCKRARARKDGTI
TRQCYL I EEPLKQAWESEYEQITTQLVKAI

VYERPKQDDQVEPTFYETSELASYSSTRKSE ITH
NTDB id 146308 AA974 RS06865 WP 064433928.1 QARSSTEKCKRARARKDGTIRQCYLIEEPLKQAWESEYQITTQLVKAVYERPKQDDQVEPTFYETSELSYSSTRKSEITH 400
NTDB id 1207 C694 RS07860 WP 000749005.1 QARSSTEKCKRARARKDGTTRQCYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITH 397
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!

logo NELNLNEKFMEFVEVYEGHYLNDI IVKESNSEYKEWVKNHVRFKEGVCMAVLE I EEQPRAKSTPLS I ENSKRVVCVKKGNYLFN
NTDB id 146308 AA974 RS06865 WP 064433928.1 NELNLNEKFMEFVEVYEGHYLNDIVKESNEYKEWVKNHVRFKEGVCMVLEIEEQPRAKSTPLSIENSKVVCVKKGNYLFN 480
NTDB id 1207 C694 RS07860 WP 000749005.1 NELNLNEKFMEFVEVYEGHYLNDIIKESSEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFN 477
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo EV
NTDB id 146308 AA974 RS06865 WP 064433928.1 EV 482
NTDB id 1207 C694 RS07860 WP 000749005.1 EV 479
consensus !!
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