
logo MKDKTFKQGAFELLTTPKEYLVWCGVFI LSLLLAS ILNLYLEYLNYQKLDFSKPTSLNSAQI LLQYPSKTKDQKTYFVLKLQSKGNMF
I

NTDB id 146303 AA974 RS06160 WP 064433835.1 MKDKTFKGAFELLTTPKEYLWCGVILSLLLSLNLYLEYLNYQKLDFSKPTSLNAQILLQYSKTKDQKTYFVLKLQSKGMF 80
NTDB id 1208 C694 RS07015 WP 000653622.1 MKDKTFQGAFELLTTPKEYLVCGVFLSLLLAINLYLEYLNYQKLDFSKPTSLSAQILLQYPKTKDQKTYFVLKLQSKNMI 80
consensus !!!!!! !!!!!!!!!!!!! !!! !!!!! *!!!!!!!!!!!!!!!!!!!! !!!!!!!*!!!!!!!!!!!!!!!! !

logo FYTTIKREPLKNLQYRHAQFFGKR IKPCPSFLESLKSCFFQTYSFSLTRKQDFKSHLWRHF IDSAHESNALAVGNLYRALF IGDSL
NTDB id 146303 AA974 RS06160 WP 064433835.1 FYTTIREPLKNLQYRHAQFFGRIKPCPFLESLKSCFFQTYSFSLTRKQDFKSHLRHFIDSAHSNALAGNLYRALFIGDSL 160
NTDB id 1208 C694 RS07015 WP 000653622.1 FYTTIKEPLKNLQYRHAQFFGKIKPCSFLESLKSCFFQTYSFSLTRKQDFKSHWRHFIDSAHENALVGNLYRALFIGDSL 160
consensus !!!!!*!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!! !!!!!!!!!!!!!

logo NKDLRDRANALGI
VNHLLAI SGFHLGI LSMVSVYFLFSSLFYTPLQKRYFPYRNAFYDIGVLVWVFLLGYLLLLDFLPSFFRA

NTDB id 146303 AA974 RS06160 WP 064433835.1 NKDLRDRANALGVNHLLAISGFHLGILSMSVYFLFSLFYTPLQKRYFPYRNAFYDIGVLVWVFLLGYLLLLDFLPSFFRA 240
NTDB id 1208 C694 RS07015 WP 000653622.1 NKDLRDRANALGINHLLAISGFHLGILSVSVYFLSSLFYTPLQKRYFPYRNAFYDIGVLVWVFLLGYLLLLDFLPSFFRA 240
consensus !!!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FLMGLLGFLACFFGVR I
LLSFKLL I LACC IA IALLPKLLFSVGFLLSVCGVWYI FLFLKHTQAI FFKTSSFLMRSFQAI SLS

NTDB id 146303 AA974 RS06160 WP 064433835.1 FLMGLLGFLACFFGVRILSFKLLILACCIAIALLPKLLFSVGFLLSVCGVWYIFLFLKHTQAFFKTSSFLMRSFQAISLS 320
NTDB id 1208 C694 RS07015 WP 000653622.1 FLMGLLGFLACFFGVRLLSFKLLILACCIAIALLPKLLFSVGFLLSVCGVWYIFLFLKHTQIFFKTSSFLMRSFQAISLS 320
consensus !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo ALVFLNML I IVHAFFPMFSPYQLFS IPLGL IMF IVFFPLSLFLHAVGLGSLLDR I
LLNSMPLATIPTI FSVPSSPSLWLLGVHLFLT

NTDB id 146303 AA974 RS06160 WP 064433835.1 ALVFLNMLIIVHAFFPMFSPYQLFSIPLGLMFIVFFPLSLFLHAVGLGSLLDRILNMPLAIPTIFVSSSLWLLGVHLFLT 400
NTDB id 1208 C694 RS07015 WP 000653622.1 ALVFLNMLIIVHAFFPMFSPYQLFSIPLGLIFIVFFPLSLFLHAVGLGSLLDRLLSMPLTIPTISVPSPLWLLGVHLFLT 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*! !!! !!!! !*!*!!!!!!!!!!!

logo I LSARFFKVYLSMNVLSAMGFFLYCCYQYI IMPGSL IVG
NTDB id 146303 AA974 RS06160 WP 064433835.1 ILSARFFKVYLSMNVLSMGFFLYCCYQYIIMPGLIVG 437
NTDB id 1208 C694 RS07015 WP 000653622.1 ILSARFFKVYLSMNVLSAGFFLYCCYQYIIMPSLIVG 437
consensus !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!! !!!!
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