
logo MKKSLCLSFFLATFSNPLQALVI ELLEE IKTSPHKGTFKAKVLDSKEKPRQVLGVYNI SPHKKLTLTITHI STAIVYQPLDE
NTDB id 146287 AA977 RS06690 WP 064435046.1 MKKSLCLSFFLAFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKEPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDE 80
NTDB id 1207 C694 RS07860 WP 000749005.1 MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKKPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDE 80
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KLSLETTLNPDNRPS ITIPRNTQI IVFSSKELKEPSHRPHNQI
MPSLNAPMQKPQNKPHSSSQQLPPSQNFSYPEPSKLGPSKNSKNSLLQPL

NTDB id 146287 AA977 RS06690 WP 064435046.1 KLSLETTLNPDRSIIPRNTQIIFSS.ELKEPRPNQIPSLNAPMQKPQNKPSSSQQLPQNFSYPESKLGPKNSKNSLLQPL 159
NTDB id 1207 C694 RS07860 WP 000749005.1 KLSLETTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPSQNFSYPEPKLGSKNSKNSLLQPL 160
consensus !!!!!!!!!! !* !!!!!!!*!!!*!!!!**!*!*!!!!!!!!!!!!!!*!!!!**!!!!!!!*!!!*!!!!!!!!!!!
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NTDB id 146287 AA977 RS06690 WP 064435046.1 TTPSKISSANETKTPTNDTKPPLKHSSEDQENNLFITPPTEKTPPNNNASHADTHENNESNEDSKDNAEKQAVRDPNVKE 239
NTDB id 1207 C694 RS07860 WP 000749005.1 AIPSKISPTNETQTPTNDTKPPLKHSSEDQESNLFITPPTEKTLPNNTS.NADISENNESN.ENKDNVEKQAIRDANIKE 238
consensus !!!!!* !!! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!*!!! **!! *!!!!!!** !!! !!!!*!!*!*!!

logo FACGKWVYDDENLQAYRPS I LKRVDEDNKQTATTDITPCDYSMTAENKSGKI ITPYTKI SVHQKTEPLEEPQTFEAKNNFAI LQ
NTDB id 146287 AA977 RS06690 WP 064435046.1 FACGKWVYDDENLQAYRPSILKRVDENKQTTTDITPCDYSMAENKSGKIITPYTKISVQKTEPLEEPQTFEAKNNFAILQ 319
NTDB id 1207 C694 RS07860 WP 000749005.1 FACGKWVYDDENLQAYRPSILKRVDEDKQTATDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFAILQ 318
consensus !!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!! !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!

logo ARSSTTEKCKRARARKDGTI
TRQCYL I EEPLKQAWESEYE ITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSE ITHN

NTDB id 146287 AA977 RS06690 WP 064435046.1 ARSTTEKCKRARARKDGTIRQCYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHN 399
NTDB id 1207 C694 RS07860 WP 000749005.1 ARSSTEKCKRARARKDGTTRQCYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHN 398
consensus !!!*!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ELNLNEKFMEFVEVYEGHYLNDI IKESSEYKEWVKNHVRFKEGVCMVALE I EEQPRAKSTPLS I ENSRVVCVKKGNYLFNE
NTDB id 146287 AA977 RS06690 WP 064435046.1 ELNLNEKFMEFVEVYEGHYLNDIIKESSEYKEWVKNHVRFKEGVCVALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNE 479
NTDB id 1207 C694 RS07860 WP 000749005.1 ELNLNEKFMEFVEVYEGHYLNDIIKESSEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNE 478
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo V
NTDB id 146287 AA977 RS06690 WP 064435046.1 V 480
NTDB id 1207 C694 RS07860 WP 000749005.1 V 479
consensus !
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