
logo MNKWLKGVI
L
I
V
F
V
A
IGGFAVTITTI SL IVYHQKPKAPLNNPQPASLLNDDEVKYPLQDYTFTPQNSFPQPTNPTENSSKDATIKALQEQLKRA

NTDB id 146276 AA977 RS00215 WP 064434120.1 MNKWLKGVLIVAGGFVTITTISLIYHQKPKAPLNNPPALLNDDEVKYPLQDYTFTPSFQPTPTENSKDATIKALQEQLRA 80
NTDB id 1218 CAA10657.1 2413..3543( ) MNKWLKGVIVFIGGFATITTISLVYHQKPKAPLNNQPSLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKA 80
consensus !!!!!!!!** !!! !!!!!!!*!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!* *!!!*!! !!!!!!!!!!!!!*!

logo ALKALNSKE I
MNFYPSKEETKEFLKTNSPP IDEPKANTATPPKKDFSLKQLDLLAASR ITPFKQNSPKNYEENL I FPVDNPKGIDGFTNL

NTDB id 146276 AA977 RS00215 WP 064434120.1 ALKALNSKEINFPKEETKELTNPPIEPKANTAPPKKDFSLKQLDLLASRITPFKQNPKNYEENLIFPVDNPKGIDGFTNL 160
NTDB id 1218 CAA10657.1 2413..3543( ) ALKALNSKEMNYSKEET..FKSPPIDP..NTTPPKKDFSLKQLDLLAARITPFKQSPKNYEENLIFPVDNPKGIDGFTNL 156
consensus !!!!!!!!!*!**!!!!** !!!*!**!! !!!!!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo KEKDIATNENKLLRTITADKMIPAFL ITP I SSQIAGKVIAQVESDI FAHMGKAVL IPKGSKVIGYYSNNNKMGEYRLDIV
NTDB id 146276 AA977 RS00215 WP 064434120.1 KEKDIATNENKLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFAHMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIV 240
NTDB id 1218 CAA10657.1 2413..3543( ) KEKDIATNENKLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFAHMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIV 236
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo WSR I ITPHGINIMLTNAKGADIKGYNGLVGEL I ERNFQRYGVPLLLSTLTNGLL IG ITSALNNRGNKEEGATNFFGDYLLM
NTDB id 146276 AA977 RS00215 WP 064434120.1 WSRIITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEEATNFFGDYLLM 320
NTDB id 1218 CAA10657.1 2413..3543( ) WSRIITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGATNFFGDYLLM 316
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!

<0

logo QLMRQSGMGINQVVNQI LRDKSKIAP IV I
V IREGSRVF I SPNTDI FFP IPRDENEVIAEFLEKO

NTDB id 146276 AA977 RS00215 WP 064434120.1 QLMRQSGMGINQVVNQILRDKSKIAPIVIIREGSRVFISPNTDIFFPIPRDNEVIAEFLE. 380
NTDB id 1218 CAA10657.1 2413..3543( ) QLMRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLK* 376
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!
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