
logo MQRKRFVLYALFMGI FLALFLAVFSALKADDFLEEAFNSEKTAPATNLNHPMQDLNAIQGSFFDNKNRSKTMSNTLNIDYFQGQTYKIRLRYAMA
NTDB id 146275 AA977 RS00210 WP 064434119.1 MQRFL...FILAFVFSALKADDFLEEFSEKAPTNLNHPMQDLNAIQGSFFNKNRSTMSNTLNIDYFQGQTYKIRLRYAMA 77
NTDB id 1217 CAA10656.1 1440..2420( ) MRKVLYALMGFLLAFSALKADDFLEEANETAPANLNHPMQDLNAIQGSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMA 80
consensus ! * !*** !!!!!!!!!!!! ! !! !!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo TLLFFSKP I SDFVLGDKVGFDAKI LESNDHRI LL IKPLQIGVDSNI SV IDSEGKI FSFYVFSTTFTSSKHPNLQVF I EDKN
NTDB id 146275 AA977 RS00210 WP 064434119.1 TLLFFSKPISDFVLGDKVGFDAKILESNDHILLIKPLQIGVDSNISVIDSEGKIFSFYVFSTTFTSSKHPNLQVFIEDKN 157
NTDB id 1217 CAA10656.1 1440..2420( ) TLLFFSKPISDFVLGDKVGFDAKILESNDRILLIKPLQIGVDSNISVIDSEGKIFSFYVFSTTFTSSKHPNLQVFIEDKN 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YYSNAFLMKPKQKNEKENNTTVELENNVATELENNTLTEPNTANNKPLKEKTKAKTEETKEKEEEATITIGDNTNAMKIVKKDIQKGNYKALKSSQRKWYCL
NTDB id 146275 AA977 RS00210 WP 064434119.1 YYSNAFMKPKKENTTENVTENTLENANKPLKETKATEETKEKEEEAITIGDNTNAMKIVKKDIQKNYKALKSSQRKWYCL 237
NTDB id 1217 CAA10656.1 1440..2420( ) YYSNAFLKPQNKENVLENALENTPTNNKPLKEK..KEETKEKEEETITIGDNTNAMKIVKKDIQKGYKALKSSQRKWYCL 238
consensus !!!!!!*!! * !!!!!! ** !!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!

logo

G
W
I
LCSKKSKLSLMPKE I FNDKQFTYFKFDKRLALSKFPVIYKVVDGYDNPVNTR IVGDYI IAEDVSPTKWTLRLGKDYLC IR

NTDB id 146275 AA977 RS00210 WP 064434119.1 WLCSKKSKLSLMPKEIFNDKQFTYFKFDKRLALSKFPVIYKVVDGYDNPVNTRIVGDYIIAEDVSPKWTLRLGKDYLCIR 317
NTDB id 1217 CAA10656.1 1440..2420( ) GICSKKSKLSLMPKEIFNDKQFTYFKFDKRLALSKFPVIYKVVDGYDNPVNTRIVGDYIIAEDVSTKWTLRLGKDYLCIR 318
consensus *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!

<0

logo

F
L
I
V
K
TKGKRDEO

NTDB id 146275 AA977 RS00210 WP 064434119.1 LITKGRDE. 325
NTDB id 1217 CAA10656.1 1440..2420( ) FVKKGKDE* 326
consensus * !!*!!
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