
logo MKREKPFNSEQL IVFYLEELLSHQQEKHLENKLSGSFSVSDLDMQSVFRLERNRLKIAYKLLGLMSF IAVFL IVLAIVL I SLLPLQKT
NTDB id 146274 AA977 RS00205 WP 064434118.1 MKEKPFNSEQLVFLEELLSQQEKHLENKLSSFSVSDLDMQSVFRLERNRLKIAYKLLGLMSFIVFVLAIVLISLLPLQKT 80
NTDB id 1216 CAA10655.1 697..1440( ) MREKPFNSEQLIYLEELLSHQEKHLENKLSGFSVSDLDMQSVFRLERNRLKIAYKLLGLMSFIALILAIVLISLLPLQKT 80
consensus !*!!!!!!!!!**!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!

logo EHHFVDFLNQDKHYAI IQRADKS I SSNEALARSL IGAYVLNRES INR IDDKSRYELVRLQSNSASKVWQRFEDLVIKTNQNS IY
NTDB id 146274 AA977 RS00205 WP 064434118.1 EHHFVDFLNQDKHYAIIQRADKSISSNEALARSLIGAYVLNRESINRIDDKSRYELVRLQSNAKVWQRFEDVIKTNNSIY 160
NTDB id 1216 CAA10655.1 697..1440( ) EHHFVDFLNQDKHYAIIQRADKSISSNEALARSLIGAYVLNRESINRIDDKSRYELVRLQSSSKVWQRFEDLIKTQNSIY 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!*!!!!

logo

A
VQSHLEREVHIVNIA IYQQDNNP IASVS IAAKLLNENKRLVYEKRYKIVLMSYLVFDATPDFDYASMPKNPTGFKI

V
I
TRYS ITE I

NTDB id 146274 AA977 RS00205 WP 064434118.1 AQSHLEREVHIVNIAIYQQDNNPIASVSIAAKLLNENRLVYEKRYKIVMSYVFDAPDFDYASMPKNPTGFKVIRYSITEI 240
NTDB id 1216 CAA10655.1 697..1440( ) VQSHLEREVHIVNIAIYQQDNNPIASVSIAAKLLNENKLVYEKRYKIVLSYLFDTPDFDYASMPKNPTGFKITRYSITEI 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!*!! !!!!!!!!!!!!!!!!* !!!!!!!

<0

logo APRTNKRGSDO
NTDB id 146274 AA977 RS00205 WP 064434118.1 APRNKSD. 247
NTDB id 1216 CAA10655.1 697..1440( ) APTNRGD* 247
consensus !! !* !
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