
logo MLEKLLNSAI
VKQKI

VSNYFLGVLPKSYSMSEENNI LGLYDEHFLLTKNENLVGI
VLRLEGVSYTHLSTEQLQDLFTERQMALD

NTDB id 146271 AA977 RS00100 WP 064434104.1 MLEKLLNAVKQKISNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGVLRLEGVSYTHLSTEQLQDLFTERQMALD 80
NTDB id 1219 C694 RS00105 WP 000890508.1 MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALD 80
consensus !!!!!! !*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SLEKVVAR I
LVVKRRKIDCHKQQNIQASDNSQHYLQAI LNQFENKEVYENQYFLVLESTVHSLHQGVLEHKKKSLMHANRENFKDI LS

NTDB id 146271 AA977 RS00100 WP 064434104.1 SLEKVVARIVVKRRKIDCKQNIQANSQHLQAILNQFENKEVYENQYFLVLESVHSLQGVLEHKKKSLMHANRENFKDILS 160
NTDB id 1219 C694 RS00105 WP 000890508.1 SLEKVVARLVVKRRKIDHQQNIQSDSQYLQAILNQFENKEVYENQYFLVLESTHSLHGVLEHKKKSLMHANRENFKDILS 160
consensus !!!!!!!!*!!!!!!!! !!!! !!*!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!!!!!

logo YKAHFLQETLKRSLE IQLKNYAPKLLNSSKEVLNFYAEYINGFDELPLKPLVGGYLSDSYIASS IVTFEKDYF IQESFNQKI
TYN

NTDB id 146271 AA977 RS00100 WP 064434104.1 YKAHFLQETLRSLEIQLKNYAPKLLNSKEVLNFYAEYINGFELPLKPLVGGYLSDSYIASSVTFEKDYFIQESFNQKIYN 240
NTDB id 1219 C694 RS00105 WP 000890508.1 YKAHFLQETLKSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYN 240
consensus !!!!!!!!!!*!!!!!!!!!!!!!! !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !!

logo RL IG IKAYESER ITS IA IGALLYQEMTPLDI I FS I EPMSAVHNKTLGSFLKERAKFSMSHNLVKNELLEYQELVKTKRLSMQKFA
NTDB id 146271 AA977 RS00100 WP 064434104.1 RLIGIKAYESERITSIAIGALLYQEMPLDIIFSIEPMSANKTLGFLKERAKFSMSHLVKNELLEYQELVKTKRLSMQKFA 320
NTDB id 1219 C694 RS00105 WP 000890508.1 RLIGIKAYESERITSIAIGALLYQETPLDIIFSIEPMSVHKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFA 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!! *!!! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!

logo LNI L IKAPSLENSLDATQTSLVLGLLFKENLVGVI ETFGLKGGYFSFFPER IHLNHRLRFLTSKALACLMVFERQNLGFKAN
NTDB id 146271 AA977 RS00100 WP 064434104.1 LNILIKAPSLESLDTQTSLVLGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKAN 400
NTDB id 1219 C694 RS00105 WP 000890508.1 LNILIKAPSLENLDAQTSLVLGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKAN 400
consensus !!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SWGDNSPLSVFKNLDYSPFLFNFHNQEVSHKNAKE IAPRVNGHTL I IGATGSGKSTL IMSFLMMSALKYQNMRLLAFDRMQGL
NTDB id 146271 AA977 RS00100 WP 064434104.1 SWGDSPLSVFKNLDYSPFLFNFHNQEVSHKNAKEIPRVNGHTLIIGATGSGKSTLMSFLMMSALKYQNMRLLAFDRMQGL 480
NTDB id 1219 C694 RS00105 WP 000890508.1 SWGNSPLSVFKNLDYSPFLFNFHNQEVSHKNAKEIARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGL 480
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!

logo YSFTEKFFKGHYHDGKQSFS INPFCLEPNLQNLEFLQSFFLSMFDLATPSRDNKEALEDMNAI
VSSAIKSLYETLYPKAFSLLDF

NTDB id 146271 AA977 RS00100 WP 064434104.1 YSFTEFFKGHYHDGKSFSINPFCLEPNLQNLEFLQSFFLSMFDLTPSRNKEALEDMNAVSSAIKSLYETLYPKAFSLLDF 560
NTDB id 1219 C694 RS00105 WP 000890508.1 YSFTKFFKGHYHDGQSFSINPFCLEPNLQNLEFLQSFFLSMFDLAPSRDKEALEDMNAISSAIKSLYETLYPKAFSLLDF 560
consensus !!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!



logo KETLKRTSSNQLGLSLEPYLHNNPLFNALNDAFNSNAFLNAVINLDTITQNPKDLGLLAYYLFYKI LEESRKNDSGFLVFLD
NTDB id 146271 AA977 RS00100 WP 064434104.1 KETLKRTSSNQLGLSLEPYLHNPLFNALNDAFNSNAFLNAINLDTITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLD 640
NTDB id 1219 C694 RS00105 WP 000890508.1 KETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSNAFLNVINLDTITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLD 640
consensus !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EFKSYVENDLLNTKINAL ITQARKANGVVVLALQDIYQLSGVKNAHSFLSNMGTL I LYPQKNARELKHNHNFNVPLSETE I S
NTDB id 146271 AA977 RS00100 WP 064434104.1 EFKSYVENDLLNTKINALITQARKANGVVVLALQDIYQLSGVKNAHSFLSNMGTLILYPQKNARELKNHFNVPLSETEIS 720
NTDB id 1219 C694 RS00105 WP 000890508.1 EFKSYVENDLLNTKINALITQARKANGVVVLALQDIYQLSGVKNAHSFLSNMGTLILYPQKNARELKHNFNVPLSETEIS 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!

logo FLENTPLYARQVLVKNLGNGSSNMIDVSLEGSLGRYLKI FNSDSSHVNSKVKALQKDYPKTEWREKLLKRS
NTDB id 146271 AA977 RS00100 WP 064434104.1 FLENTPLYARQVLVKNLGNGSSNMIDVSLEGLGRYLKIFNSDSSHVNKVKALQKDYPKEWREKLLKS 787
NTDB id 1219 C694 RS00105 WP 000890508.1 FLENTPLYARQVLVKNLGNGSSNMIDVSLESLGRYLKIFNSDSSHVSKVKALQKDYPTEWREKLLRS 787
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!! !!!!!!!*!
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