
logo MKKSTLCLSFFLTFSNPLQALVI ELLEE IKTSPSHKGTFKAKVLDSKEKPRQVLGVYNI SPHKKLTLTITHI STAIVYQPLDE
NTDB id 146265 AA973 RS06655 WP 064438099.1 MKKTLCLSFFLTFSNPLQALVIELLEEIKTSSHKGTFKAKVLDSKEPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDE 80
NTDB id 1207 C694 RS07860 WP 000749005.1 MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKKPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDE 80
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KLSLETTLNPKNRPTIPRNTQIVFSSKELKEPSHPHQQI
MPSLNAP I

MQKPQNKPHNSSQQPSLSQNFSYPEPSKLGSKNLSKNSLLQPL
NTDB id 146265 AA973 RS06655 WP 064438099.1 KLSLETTLNPKRPTIPRNTQIVFSSKELKEPHPQQIPSLNAPIQKPQNKPNSSQQSLQNFSYPESKLGSKNLKNSLLQPL 160
NTDB id 1207 C694 RS07860 WP 000749005.1 KLSLETTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPSQNFSYPEPKLGSKNSKNSLLQPL 160
consensus !!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!!*!*!!!!!!*!!!!!!!*!!!!* !!!!!!!*!!!!!! !!!!!!!!

logo AI
TPSKI SPTNETVKQTPTNDTKPPLKHASSEDQENSNLF ITPPTEKTLPNNSTSNADINSENNESNENKDNVEKQAI

VRDAPNI
VKEFA

NTDB id 146265 AA973 RS06655 WP 064438099.1 ATPSKISPTNEVKTPTNDTKPPLKHASEDQENNLFITPPTEKTLPNNS..ADINENNESNENKDNVEKQAVRDPNVKEFA 238
NTDB id 1207 C694 RS07860 WP 000749005.1 AIPSKISPTNETQTPTNDTKPPLKHSSEDQESNLFITPPTEKTLPNNTSNADISENNESNENKDNVEKQAIRDANIKEFA 240
consensus ! !!!!!!!!! !!!!!!!!!!!! !!!!! !!!!!!!!!!!!!!!***!!! !!!!!!!!!!!!!!!!*!!*!*!!!!

logo CGKWVYDDENLQAYRPS I LKRVDEDKQTATDITPCDYSNTAENKSGKI ITTPYTKI SVHKTEPLEEPQTFEAKNNFAI
L
F
LQAR

NTDB id 146265 AA973 RS06655 WP 064438099.1 CGKWVYDDENLQAYRPSILKRVDEDKQTATDITPCDYSNAENKSGKITTPYTKISVHKTEPLEEPQTFEAKNNFALFQAR 318
NTDB id 1207 C694 RS07860 WP 000749005.1 CGKWVYDDENLQAYRPSILKRVDEDKQTATDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFAILQAR 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!

logo SSTEKCKRARARKDGTTRQCYL I EEPLKQAWESEYEQITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSE ITHNEL
NTDB id 146265 AA973 RS06655 WP 064438099.1 SSTEKCKRARARKDGTTRQCYLIEEPLKQAWESEYQITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHNEL 398
NTDB id 1207 C694 RS07860 WP 000749005.1 SSTEKCKRARARKDGTTRQCYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHNEL 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NLNEKFMEFVEVYEGHYLNDI IVKESSEYKEWVKNHVRFKEGVCMAVLE I EEQPRAKSTPLS I ENSHRVVCVKKGNYLFNEV
NTDB id 146265 AA973 RS06655 WP 064438099.1 NLNEKFMEFVEVYEGHYLNDIVKESSEYKEWVKNHVRFKEGVCMVLEIEEQPRAKSTPLSIENSHVVCVKKGNYLFNEV 477
NTDB id 1207 C694 RS07860 WP 000749005.1 NLNEKFMEFVEVYEGHYLNDIIKESSEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 479
consensus !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!
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