
logo MKKSTLCLSFFLTFSNPLQALVI ELLEE IKTSPHKGTFKAKVLDSKEKPKRQVLGI
VYNI SPSHKKLTLTITHI STAIVYQPLDE

NTDB id 146245 AA976 RS07030 WP 064436938.1 MKKTLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKEPKQVLGIYNISSHKKLTLTITHISTAIVYQPLDE 80
NTDB id 1207 C694 RS07860 WP 000749005.1 MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKKPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDE 80
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo KLSLETTLNSPNRPTIPRNTQIVFSSKELKEPSHPSHNPQI
MPSLNAPMQKPQNKPHSSSQQPSPSQNFPSYPEPSKLGSKNSKNSLLQPL

NTDB id 146245 AA976 RS07030 WP 064436938.1 KLSLETTLSPNRPTIPRNTQIVFSSKELKEPHSNPIPSLNAPMQKPQNKPSSSQQSPQNFPYPESKLGSKNSKNSLLQPL 160
NTDB id 1207 C694 RS07860 WP 000749005.1 KLSLETTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPSQNFSYPEPKLGSKNSKNSLLQPL 160
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!****!!!!!!!!!!!!!!*!!!!**!!!*!!!*!!!!!!!!!!!!!!!

logo

A
V
I
TPSKI SPTNETVKQTPTNDATKNPPLKHSSEQDQENSNLF IVTPPTEKTLPNSNNTPSNADAINSENNENSNENKRDNVEKQAIRDAPNIKEF

NTDB id 146245 AA976 RS07030 WP 064436938.1 VTPSKISPTNEVKTPTNDANPPLKHSSQDQENNLFVTPPTEKTLPSNNTPNADANENNENNENRDNVEKQAIRDPNIKEF 240
NTDB id 1207 C694 RS07860 WP 000749005.1 AIPSKISPTNETQTPTNDTKPPLKHSSEDQESNLFITPPTEKTLPNN.TSNADISENNESNENKDNVEKQAIRDANIKEF 239
consensus !!!!!!!!! !!!!! !!!!!!! !!! !!!*!!!!!!!!! !*!*!!! !!!! !!!*!!!!!!!!!!*!!!!!

logo ACGKWVYDDENLQAYRPS I LKRVDEKDKEQI
T
A
TTDITPCDYSTAENKSGKI ITPYTKI SVHKTEPLEEPQTFEAKNNFATI LQA

NTDB id 146245 AA976 RS07030 WP 064436938.1 ACGKWVYDDENLQAYRPSILKRVDKDKEITTDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFTILQA 320
NTDB id 1207 C694 RS07860 WP 000749005.1 ACGKWVYDDENLQAYRPSILKRVDEDKQTATDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFAILQA 319
consensus !!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!

logo RSSTEKCKRARARKDGTTRQCYL I EEPLKQAWESEYE ITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSE ITHRNE
NTDB id 146245 AA976 RS07030 WP 064436938.1 RSSTEKCKRARARKDGTTRQCYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITRNE 400
NTDB id 1207 C694 RS07860 WP 000749005.1 RSSTEKCKRARARKDGTTRQCYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHNE 399
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo LNLNEKFMEFVEVYEGHYLNDI IKESSEYKEWVKNHVRFKEGVCMALE I EEQPRAKSTPLS I ENSRVVCVKKGNYLFNEV
NTDB id 146245 AA976 RS07030 WP 064436938.1 LNLNEKFMEFVEVYEGHYLNDIIKESSEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 480
NTDB id 1207 C694 RS07860 WP 000749005.1 LNLNEKFMEFVEVYEGHYLNDIIKESSEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 479
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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