
logo MKKSTLCLSFFLTFSNPLQALVI ELLEE IKTSPHKGTFKAKVLDSKEKPRQVLGVYNI SPHKKLTLTITHI
MSTAIVYQPLDEKLSLE

NTDB id 146222 EE66 RS07070 WP 064431468.1 MKKTLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKEPRQVLGVYNISPHKKLTLTITHMSTAIVYQPLDEKLSLE 85
NTDB id 1207 C694 RS07860 WP 000749005.1 MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKKPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDEKLSLE 85
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!

logo TI
TLNPNRPTIPRNSTQIVFSSKELKELSHPHQMPSLNAPMQKPQNKPHSSQQPSPSQNFSYPEPKLGSKNSKNSLLQPLAI

TPNSKI SPSATN
NTDB id 146222 EE66 RS07070 WP 064431468.1 TILNPNRPTIPRSTQIVFSSKELKELHPHQMPSLNAPMQKPQNKPHSSQQSPQNFSYPEPKLGSKNSKNSLLQPLATPNKISSAN 170
NTDB id 1207 C694 RS07860 WP 000749005.1 TTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPSQNFSYPEPKLGSKNSKNSLLQPLAIPSKISPTN 170
consensus ! !!!!!!!!!! !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!! ! !!!* !

logo ETVKQTPTNDTKPPLKHSSEDQENSNLF IATPPTEKTLPNNTPSNADI SENNESNENKRDNVEKQAIRDAPNI
VKEFACGKWVYDDENLQAYR

NTDB id 146222 EE66 RS07070 WP 064431468.1 EVKTPTNDTKPPLKHSSEDQENNLFIAPPTEKTLPNNTPNADISENNESNENRDNVEKQAIRDPNVKEFACGKWVYDDENLQAYR 255
NTDB id 1207 C694 RS07860 WP 000749005.1 ETQTPTNDTKPPLKHSSEDQESNLFITPPTEKTLPNNTSNADISENNESNENKDNVEKQAIRDANIKEFACGKWVYDDENLQAYR 255
consensus ! !!!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!

logo PS I LKRVDEDKQTATDITPCDYSNTAENKSGKI ITTPYTKI SVHKTEPLEEPQTFEAKNNFATI LQARSSTEKCKRARAVRKDGTTRQC
NTDB id 146222 EE66 RS07070 WP 064431468.1 PSILKRVDEDKQTATDITPCDYSNAENKSGKITTPYTKISVHKTEPLEEPQTFEAKNNFTILQARSSTEKCKRARVRKDGTTRQC 340
NTDB id 1207 C694 RS07860 WP 000749005.1 PSILKRVDEDKQTATDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFAILQARSSTEKCKRARARKDGTTRQC 340
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!

logo YL I EEPLKQAWESEYE ITTQLVKAI
TYERPKQDDQI

VEPTFYETSELAYSSTRKSE ITHDNELNLNEKFMEFVEVYEGHYLNDI IKES
NTDB id 146222 EE66 RS07070 WP 064431468.1 YLIEEPLKQAWESEYEITTQLVKATYERPKQDDQIEPTFYETSELAYSSTRKSEITHDELNLNEKFMEFVEVYEGHYLNDIIKES 425
NTDB id 1207 C694 RS07860 WP 000749005.1 YLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHNELNLNEKFMEFVEVYEGHYLNDIIKES 425
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SEYKEWVKNHVRFKEGVCMAVLE I EEQPRAKSTPLS I ENSRVVCVKKGNYLFNEV
NTDB id 146222 EE66 RS07070 WP 064431468.1 SEYKEWVKNHVRFKEGVCMVLEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 479
NTDB id 1207 C694 RS07860 WP 000749005.1 SEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 479
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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