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NTDB id 146140 AA650 RS12970 WP 053539331.1 MVKAFTSFFGKSNRGIGIELAPERVNVVQLRKQRQNLKIESLTTVPVPEGIFTDGQITDSPGMSEIIQQAIAQSKIKATR 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ! !!! !!* !*!*!* !!!!!! !! ! ! !* * **!!!!! *! ! !!!** !!!! * !

logo VATAC I
VPGMRDEAI IVRLMI

LPVPASELDDENQELRDEMVLNHEAACLYLPYDPREQEAVDLVDYQKLGLYFEIDEDGI EKVQVLLVATRKRENVTDQSTY
NTDB id 146140 AA650 RS12970 WP 053539331.1 VATCIPGRDAIVRLIPVPSELDDQELREMVLNHEACLYLPYDRQEADVDYQKLGYFIDEDGIEKVQVLLVATRKNVTQTY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus !!!**! !*!!*!**!!! !!!**!!!*!!!!!!!*!!!!!*! ! !*!!!!!! ! !!!!!!!!!!!!!!!!* !! *!

logo LDNTFEQQAGLQTVDI
VLE INSFAL IRTIRDEQLRLQFGPSEREAAVLVDI EFDSTE IA I I IVDNGVPQFSRTVP IGTYQLMQANALSRAMVN

NTDB id 146140 AA650 RS12970 WP 053539331.1 LNTFEQAGLTVDILEINSFALIRTIRDQLRLFGPEEAAVLVDIEFDSTEIAIIINGVPQFSRTVPIGTYQLQAALSRAVN 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus ! !! !!!! !!*!!!!!!!!!!!!!*!!! !!* !!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!!!*! !!!!!*!

logo LPPTSRDNMPDE I LEQGSMTIPTVTQSAFDSTMVNSTGQGVTAGSVNPGMNVASLML
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NTDB id 146140 AA650 RS12970 WP 053539331.1 LPTSRDMDILESMTIPTTSADSVNTGVTGSNPGMVSMLRILGELADELRRSIDFYLNQSENLEVAQILLAGPGGGLPQID 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLD 320
consensus !!*!! **!! !!!! ! !** ! !* !!!! **!**!!! !!!!!!! !!!!!!! !!* !*!!!!!!!!!*!*!

logo EFYFTQRLS ILPTTVKQIDPFI ETASLAS ILDETVDAQEKNFYPSDL I EKRPGSLAGI
T
I
VLGLGI

MREGAV
NTDB id 146140 AA650 RS12970 WP 053539331.1 EFFTQRLSLPTTQIDPITSLSLEVDAEKYPLIKRPGLGIILGLGMRGV 368
NTDB id 1411 SGL RS10685 WP 010872897.1 EYFTQRLSIPTVKIDPFEALAIDTDQ.NFSDIERPSLATVLGLGIREA 367
consensus !*!!!!!!*!! !!! ! ** ! * ** ! !! !* *!!!!*!
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