
logo MAKPTKKSTAI
K
T
Y
F IVCSQSNCAGAYENFSSPQKW

Y
F
M
LGKRCSPGNCDGATSYWDNSTSLMFVEQEMNVI

E
K
S
V
K
S
A
A
F
E
L
P
V
A
G
K
D
N
I
R
A
P
R
A
G
V
RGGVGNWA

Q
S
A
F
L
G
S
T
H
G
H
S
E
S
V
K
Q
S
T
H
V
K
N
Q
TKPAKARSSLSMPTKFILDTAQSE I

V
E
S
T
D
T
S

NTDB id 146139 AA650 RS11440 WP 053539114.1 MAKPKTIYICSNCAAEFSQWFGKCSNCDTYDSLVEQNISSFLGDIPGRGGVGNWQAGGHSKSHNKPAKARSSLTFDQISD 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRA.......AFSHSVQTVQKP......SPITSIET 67
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.......SLTGE...KTKP......MKLAEVTS 64
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.......SLTGE...KTKP......MKLAEVTS 64
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.......SLTGE...KTKP......MKLAEVTS 64
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.......SLTGE...KTKP......MKLAEVTS 64
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.......SLTGE...KTKP......MKLAEVTS 64
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV.......SLTGE...KTKP......MKLAEVTS 64
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NTDB id 146139 AA650 RS11440 WP 053539114.1 RQIARWESGYGELDRVLGGGVVPGSMVLIGGDPGIGKSTLLLQVSNQLAQK.YRILYITGEESGQQVKLRASRLGMSKPP 159
NTDB id 125 BSU 00870 NP 387968.1 SEEPRVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNP. 146
NTDB id 279 KZH43 RS00140 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDS. 142
NTDB id 238 SPD RS00140 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDS. 142
NTDB id 204 SPR RS00140 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDS. 142
NTDB id 169 SP RS00155 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDS. 142
NTDB id 509 SM12261 RS00130 WP 078228442.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDS. 142
NTDB id 537 SMSK321 RS07120 WP 080550752.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDS. 142
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NTDB id 146139 AA650 RS11440 WP 053539114.1 LVVTEDHQNKDPEAPVTNPQQPIDPDSIGADLYILPETDLEEILREIDSLKPNVAVIDSIQTVFLPALTSAPGSVAQVRE 239
NTDB id 125 BSU 00870 NP 387968.1 ..............................SLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRE 196
NTDB id 279 KZH43 RS00140 WP 074017595.1 ..............................EFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVRE 192
NTDB id 238 SPD RS00140 WP 074017595.1 ..............................EFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVRE 192
NTDB id 204 SPR RS00140 WP 074017595.1 ..............................EFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVRE 192
NTDB id 169 SP RS00155 WP 074017595.1 ..............................EFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVRE 192
NTDB id 509 SM12261 RS00130 WP 078228442.1 ..............................EFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVRE 192
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ..............................EFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVRE 192
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LAGPRLVMLEHLMVDTVLYFEGDERFHAHSTHFRLI LRTAVKNRFGASTHNEMIG I FEMRVQESEQGGLRTVE
NTDB id 146139 AA650 RS11440 WP 053539114.1 CTAALMKVAKHEDITMLIVGHVTKEGTIAGPRVLEHLVDTVLYFEGDRFASHRLLRTVKNRFGATHEIGIFEMVSQGLRE 319
NTDB id 125 BSU 00870 NP 387968.1 CTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTE 276
NTDB id 279 KZH43 RS00140 WP 074017595.1 VTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVE 272
NTDB id 238 SPD RS00140 WP 074017595.1 VTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVE 272
NTDB id 204 SPR RS00140 WP 074017595.1 VTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVE 272
NTDB id 169 SP RS00155 WP 074017595.1 VTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVE 272
NTDB id 509 SM12261 RS00130 WP 078228442.1 VTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVE 272
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVE 272
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NTDB id 146139 AA650 RS11440 WP 053539114.1 VDNPSELFLGNRDDPAPGTAIVVACEGTRPIVVELQALVSPTSYPSPRRAGTGIDYNRLVQILAVLEKRVGIPMSKLDSY 399
NTDB id 125 BSU 00870 NP 387968.1 VLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAY 356
NTDB id 279 KZH43 RS00140 WP 074017595.1 VLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAY 352
NTDB id 238 SPD RS00140 WP 074017595.1 VLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAY 352
NTDB id 204 SPR RS00140 WP 074017595.1 VLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAY 352
NTDB id 169 SP RS00155 WP 074017595.1 VLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAY 352
NTDB id 509 SM12261 RS00130 WP 078228442.1 VLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAY 352
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAY 352
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NTDB id 146139 AA650 RS11440 WP 053539114.1 VASAGGLNVEEPAVDLGIAVAIVASFRDRIVDPGTVLIGEVGLGGQVRSVSQMELRLKEAAKLGFKRAIVPKGTKFP... 476
NTDB id 125 BSU 00870 NP 387968.1 LKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTK 436
NTDB id 279 KZH43 RS00140 WP 074017595.1 LKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL 432
NTDB id 238 SPD RS00140 WP 074017595.1 LKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL 432
NTDB id 204 SPR RS00140 WP 074017595.1 LKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL 432
NTDB id 169 SP RS00155 WP 074017595.1 LKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL 432
NTDB id 509 SM12261 RS00130 WP 078228442.1 LKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITP 432
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITP 432
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NTDB id 146139 AA650 RS11440 WP 053539114.1 EIGIEILPVGKVIDAIIAAVPHQELTEEDLEPDGDE 512
NTDB id 125 BSU 00870 NP 387968.1 PKGIEVIGVANVAEALRTSLGG.............. 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 PKEIQVIGVTTIQEVLKKVFA............... 453
NTDB id 238 SPD RS00140 WP 074017595.1 PKEIQVIGVTTIQEVLKKVFA............... 453
NTDB id 204 SPR RS00140 WP 074017595.1 PKEIQVIGVTTIQEVLKKVFA............... 453
NTDB id 169 SP RS00155 WP 074017595.1 PKEIQVIGVTTIQEVLKKVFA............... 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 PKEIQVIGVTTIQEVLKKVFA............... 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 PMEIQVIGVTTIQEVLKKVFA............... 453
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