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NTDB id 1185 GTF74 RS11940 WP 000350195.1  ....... R I 73
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ....... R IMNDIAQRE] 73
NTDB id 1283 ACE17W RS02630 WP 010947729.1  ....... R N Y IMND QR 73
NTDB id 1259 GC0O85 RS10305 WP 010947729.1  ....... R N Y IMND 73
NTDB id 1194 PAKAF RS01995 WP 003084552.1  ....... R N Y IMND 73
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NTDB id 1019 ACIAD RS04205 WP 004922051.1 LNREKNEA2:AUSENIEIA R DM P[¢M K 153
NTDB id 1307 DR RS10055 WP 010888596.1 ABGD . KENA: AN M T ISWANYRGLVLVTGPTGSGKSTTLA 156
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NTDB id 1040 HON27 RS13360 WP 000355489.1 E IJYM ARFRVNAF QWNRGAGAVFRTIP |g EDLGL{HNIFK [oN@¥RG VLVTGPTGSGKSTTLAAM Y 152
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