logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

256 KZH43 RS10270 WP 000681597.1
215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1
145908 AA105 RS11370 WP 009911075.1
381 SMU RS09890 WP 002262650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

256 KZH43 RS10270 WP 000681597.1
215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1
145908 AA105 RS11370 WP 009911075.1
381 SMU RS09890 WP 002262650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

2566 KZH43 RS10270 WP 000681597.1
215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1
145908 AA105 RS11370 WP 009911075.1
381 SMU RS09890 WP 002262650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

256 KZH43 RS10270 WP 000681597.1
215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1
145908 AA105 RS11370 WP 009911075.1
381 SMU RS09890 WP 002262650.1

consensus

|HFs s rotTaksS sy Ty aTaYKIENS T O\ 7

Kot rou LY s CspS ot TS s TITaTAVIS l
.. Q TIWMNT YKNRINSTT AV KVKDAVVSVIT]
AMKHLKTFYKK FQLLVVIVISFFSGALGSFSI QLTQKSSYMBNSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT)
MAMKHLKTFYKK FQLLVVIVISFFSGALGSFSI QLTQKSSYARMNSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT)
AMKHLKTFYKK FQLLVVIVISFFSGALGSFSI QLTQKSSYMMNSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT
MAMKHLKTFYKK FQLLVVIVISFFSGALGSFSI QLTQKSSYARMNSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT]
BMKHLKTFYKKEFQLLVVIVISFFSGALGSFSIJQLTQKS |As

... MERIPEMMISS®ELKF A FVIHFFGGL CATSASFFQPRVQQANSH . .

MNNTESHPIELWE I PFRMFE . B3I LEVESHLEF NWERGNKEFSNEG . . K

ok ok ok okok ok |k skok ok okook ok kokokokok | okosk | sk s skokok ok ok ok ok ok ok ok ko skok ok ok ok ok ok okokokokok Dok Tk D ok | rrrn

YééNEQN ELFDN K,lQTDSQRQSE S V YKKNQ&AY l WNNHV HAEK """

TYSD
SEGSGVIY K [@RAY VTNTHVINGAKKVDIRL DGNKVPGEIVGTDT SD

AEEN A

[MEGSGVIYKK GQYAYIVTN.HVINNAEK DIIML HGEK BIGE VG DT SD
MQKTD SYYNYDSGSQIKNKSEDGLG MEEGSGVIYKK [eBBAY
| 5k 5k 5k k %k % * %k * *k koksk cokok oskeksk DL LD Pk ||

AR TS

I w1k

LS

Pksskk x|

Jd

NN NN

el

1 LD

Q
IAVVKISSEKVTITVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG
IAVVKISSEKVTTVAEFGDSSKLTVGETATIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG
IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG

IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG
IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG

| *obox | L e T T O T I A A | P s b sk [ S B B N N O T I A B B

I ATTNS&VELFA é\ND& N EQ\.EK i A\_ ; \/N\_SNV """

ENGETSVEG GFAIP ND\y NIIEQLEKNGKVMRPALGIQMVNLSE
BN GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN STSDIRR
BN GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN STSDIRR
BN GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN STSDIRR
BNGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN
BNGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN
NSGGPLINEQGQVIGITSSKIR SINERCE VEGLGFATPANDA NI IFQLEKEGEV RPALG FMVNL [ STSH B

NSGGRALINIHGQVIGINSSKIA FWMEINEGY] VEG GFAIP NDfj BIINQLEENGIVEJRPALGIFMEANL SIHAST SN
PELL o ox Pl DD s b bk Db DL Do b DL LD s b bl sk Dok

NS Y

m
—
(_/)
Cj
MIID
=3

153
1562
152
152
1562
152
1562
157

233
232
232
232
232
232
232
237

311
308
308
308
308
308
312
317



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

256 KZH43 RS10270 WP 000681597.1
215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1
145908 AA105 RS11370 WP 009911075.1
381 SMU RS09890 WP 002262650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

256 KZH43 RS10270 WP 000681597.1
215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1
145908 AA105 RS11370 WP 009911075.1
381 SMU RS09890 WP 002262650.1

consensus

1) PSUTSIRARA A

T AL L o Y Rk s ks

Q [MPA G LEKYDVITK DD@EI S D QSALYJHHSIN IIK TYYR GKE TT IKLWKS
VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLWKS
VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLINKS
VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLRNKS

VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLWKS
VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLINKS
\/SQSERAPA G 'LEf DVITE DEINI[MYN  DLASALYIIHNIGDTIf TYYRNYRIH

397
393
393
393
393
393
398
402

VIRSIQS[EMPA G LISKYDVITIX D[EKI4 ASH DLQSHLYISHISEGDIIK T YRIH4IY

R N N e N N o B ey e R O e RN P oy

X non conserved

B similar

> 507 conserved

390
387
387
387
387
387
392
396



