logo

NTDB id 145825 SpyM6D471 RS08080 WP 011184987.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 145825 SpyMéD471 RS08080 WP 011184987.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 145825 SpyMéD471 RS08080 WP 011184987.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 145825 SpyM6D471 RS08080 WP 011184987.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 145825 SpyM6D471 RS08080 WP 011184987.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 145825 SpyM6éD471 RS08080 WP 011184987.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

T VWEnE S AL e DI e AENT

M@ IITF TIF[§ V JYHEFGHF FAK SGILVREFAIGMGPKIF H|\MMEGT YT R LPLGGYVRMAGWG DISTEIKT
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT,

N BB T

G PASLTL)ANG|3V RINLS[NS)Y DI¥T LPMEIVT YDLEDWNL ITGLVLIMETKTYVEAHDATIVEEDGTE RIAPDVQY
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY|
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY

0L TR M L s L ol

QNASIGRLITNFAGPMNNFILG VFI L|YF QGG IgDIS Ni| [QV[NMGAALRY GL DRDEIVAINEMKVTEW BLIE
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE

""" i

ISVTHKESENARNCT  VKPQKEESY Yiy GVIGEILKTGIJKDK MGG IMAWEIG A I LNPNLKGL I Ty

I el T syl s AT R E oL

BMMDLABSNRDLGPSQ

ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN

ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN

AU VL SASER LU & LIICIFL AL A ARl 3 LAY

FSLNKLGGPVAM MSHQA WGLIAS LBLM MLSINLGIFNLIPIPALDGGKI MNIIEAIRRKP IMQEfJE YITLAGYV|
FSLNKLGGPVAMFOMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNITIEAIRRKPLNQEIESYITLAGV

FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV

A/ WAL g

A MVVLMIAVTWNDIMREYFF 419
AVMVVLMIAVTWNDIMRAFF 420
AVMVVLMIAVTWNDIMRAFF 420

X non conserved
B similar
>50% conserved

160
160
160

240
240
240

319
320
320

399
400
400



