logo

NTDB id 145661 FORC14 RS16555 WP 031430572.1
NTDB id 1404 DSB67 RS14000 WP 010643494.1
NTDB id 1171 A1552VC RS12125 WP 000520444.1
consensus

logo

NTDB id 145661 FORC14 RS16555 WP 031430572.1
NTDB id 1404 DSB67 RS14000 WP 010643494.1
NTDB id 1171 A1552VC RS12125 WP 000520444.1
consensus

logo

NTDB id 145661 FORC14 RS16555 WP 031430572.1
NTDB id 1404 DSB67 RS14000 WP 010643494.1
NTDB id 1171 A1552VC RS12125 WP 000520444.1
consensus

logo

NTDB id 145661 FORC14 RS16555 WP 031430572.1
NTDB id 1404 DSB67 RS14000 WP 010643494.1
NTDB id 1171 A1552VC RS12125 WP 000520444 .1
consensus

logo

NTDB id 145661 FORC14 RS16555 WP 031430572.1
NTDB id 1404 DSB67 RS14000 WP 010643494.1
NTDB id 1171 A1552VC RS12125 WP 000520444.1
consensus

) S e A e

MDKL VTGIDIGHNSLKAVVLKP GDMNYALLGYKEILLKEGIVAENNTINHQEIVKTLK MKKELPF#A VAISVPDN
MDKLLVTGIDIGHNSLKAVVLKPRJG YALLGYKEI LKEGIVAENNTINHQEIVKTLKEMKKELPFIHA KVAISVPDNA
PDBJA

MEKBILVTGIDIGH|3IS KABVLKP GD YAL GYJRE L puANTIN NBIT NQIMIVKIMLKEIRKK{ELPIRY JBKVAT

e e e

VISKKLQIEQRL

Y
E EFAVVQAFSHQSPFPVEELSLDFV |3\ E[€MREGTDSYQVFATRKDVVESRVEALQ@SGLKP
VISKKLQIEQWLEESEREFAVVQAFSHQSPFPVEELSLDF KVpM{ ENMREMGRDSYQVFATRKDVVE RVEALQKSGLKP
VISKNMILQI BPILE BE EFAVMQAFSHQSPFPVEELSLDFVKVINNEIWARSRITIN QV AT KDVV SR [EIA |4K GR3P

[ B B B B N S I T B e O I e T O B o O O B B B B kok o ok boskskokokok Dl Dl DD Dok Dok Dokskskosk |k |

B ——

/K ERRNRY L1 GOl \ T RTEQUELFOARE | Tiez Sye L}QVDPAQE
QtéégﬁYREg KX {VD RYTESSE LEI QK FUK@VAL SR%%E EFQE@NS ACLLARR

VLVDVHSQSLGHIWKLAARRFPEKNKYCLLDIGSLISSFTMFTEQGELFHKEFEACGTREY |S{eNNSI Q1D s SIDDAQINATE
VLVDVHSQSLGHIWKLMA RFPEKNKYCLLDIESL SSFTMFTEQGELFHKEFPCG RTIGSLF QE..P VIDDAQUFATE
VASNIDLY O VHERML MR QI SSIR AMR . BP D MisEsaNeY TISIILCLDFPEKMPIYYIBVIZLEINIQO LESEPSAVNSIENHPLLHD Py

Plosk b Doksksk Dlsk Dok Do Doskoskoskoskoskskokokskokokok Dok | Dskokoskosk | D skoskoskskoskoskskokskok Dok Dok ok | k0 % *x %k kk ok okok ok (IS
SR RSN -k gmrssal AL LKL FE SRR L
RF|Q9¥VEB|ARQ|Qt¥TSVN TQHL Tl LS YHRLSLT LULI FSLI RN L T
QFNRQ VERVKRQMQLYTSINGSQMIKG WLSGEGA TPMLAEE SEIQLALECELLNPLGLFEMKVSKRKRRAADWQHEFS
QFNRQ VERVKRQMQLYTSINGSQWMIKG WLSGEGAETPMLAEELSSQLALECELLNPLGLFEMKVSKRKRRAADWQHF

RIg T QY FMRQMQL TS BIG QN G WLSGEGA Ml FNLNqORIL LIZCE LNPISILFPONV KRKRIGAYDEQ FS

s lskokokok Dotk Dl Dl D Dotk Do 1ok Dok DD Do | Dok Dok sk Doe Do D Do D Do | Doesiese Do D DT Dok Dok 1o |

TV oot
AAA tALR LQ{ESBE A
TAAGLAVRGIJsl VR 338
INAAGLAVRGI[e} WAVSH 338
TAAGLA RG FAWLINS 5077\ 338

L I B

X non conserved
B similar
> 50% conserved

159
159
160

237
237
239

317
317
319



