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NTDB id 145416 SY84 RS13895 WP 081424610.1 ........................................MVGVIGGILLALGQAWGVAALLAGAGLVLWHARPVLLALVALGGA 45
NTDB id 1311 DR RS09490 WP 010888489.1 MVTREGATRFDPQTGEVLTAPARRRGHRAEAGRLAWPLPLALGIIGGIGWQLGLGWAAVPLLLGAALALLDARPLLAVLALLGGG 85
consensus **************************************** *!*!!!! !! *!* *!! !!*! ! *!!!*! ! !!!*

logo

A
LGW

Y
A
GSAHALQVALRTERPDNLR I

L
A
TPWFIGALQVTLVQRGDHWDGQFLTLDRDEPKPARVATLAPKPRTQGPGERLVRVVASGRL ILARPDEGRR I

TPGGFDQAAWFLRASQG
NTDB id 145416 SY84 RS13895 WP 081424610.1 AGWASAHAVLTRPNLLTPWFGAQVTVQGDWDGQFLTLRDPPARVTLAPKPTQGPGRLRVSGRLLAPEGRRTPGGFDQAAWFRAQG 130
NTDB id 1311 DR RS09490 WP 010888489.1 LGYGSAHLQAREPDRIAPWIGALVTLRGHWDGQFLTLDEPKARVALAPKPRQGPGEVVVAGRLIRPDGRRIPGGFDQAAWLRSQG 170
consensus !**!!! ! * !! !! !!* !*!!!!!!!! *!*!!! !!!!! !!!! * ! !!!* !*!!! !!!!!!!!! ! !!

logo GLLSVPVMTPGKAGAVLVGRAERVKREKFHQVPEQGRGLRGWFRRGLSTATGHLSTEPRNQAGALMQTAI
VELGDERGDIGSREQTFDSEGEFASVRDAFARAGLAHLMALSGQ

NTDB id 145416 SY84 RS13895 WP 081424610.1 GLLSVMPGGALVGARVREFQPQGGLRGWFRRGLTTGLTERQGALMQAIELGDRGDISREQFSEGEAVRDAFARAGLAHLMALSGQ 215
NTDB id 1311 DR RS09490 WP 010888489.1 GLLVPTPKAVLVRAEVKKHVPERGLRGWFRRGLSAHLSPRNAALMTAVELGERGDIGRETFDEGFSVRDAFARAGLAHLMALSGQ 255
consensus !!! * ! * !! ! !* * ! !!!!!!!!!!* *!**!**!!! !*!!!*!!!! !! ! !! !!!!!!!!!!!!!!!!!!!
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NTDB id 145416 SY84 RS13895 WP 081424610.1 NVAILTGALILLLTRLGAAPAWRFGLPVLLLGPYLLL.VQSSASITRAVLMGGAVLLALALGRGRPDPTGVIALAALACLLLFPL 299
NTDB id 1311 DR RS09490 WP 010888489.1 NVALLTGTLIWLLGWLGARPSWRYGLPAALLPFYLLLLVGATPSITRAVLMGGVALLALMVGRGRPDPLGIVALTASACLLLFPL 340
consensus !!!*!!! !! !! !!! ! !!*!!! !!**!!!!*! **!!!!!!!!!! !!!! *!!!!!!! !**!! ! !!!!!!!!

logo WLLTDVGFQLSFLAVLAGLLTLQSDGKRLVADGRLPEQRWPQRWLKRLAGLAATLVLAEALAGTLPVIAGHNTFGQLVPLVGLPANLLAAGAP IMALVLVPLGFLA
NTDB id 145416 SY84 RS13895 WP 081424610.1 WLTDVGFQLSFLAVLALTQSDRVAGRLPERWPRWLRLGLAATLLAEAGTLPVIAGTFGQVPLVGLPANLLAGAIMALLVPLGFLA 384
NTDB id 1311 DR RS09490 WP 010888489.1 WLLDVGFQLSFLAVLGLLLSGKLADRLPQRWPQWLKLALAATVLAELATLPVIAHNFGQLPLVGLPANLLAAPIMAVLVPLGFLA 425
consensus !! !!!!!!!!!!!!*! ! **! !!! !!! !!*!*!!!!*!!! *!!!!!!* !!!*!!!!!!!!!!!**!!!*!!!!!!!!
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NTDB id 145416 SY84 RS13895 WP 081424610.1 GLLGPLALPLNVVNGVLADALLLVARTFGQAPVLSWGQVGVGGLLAYGAAVLAGWLWLLGRVRAPAALGTWLACLLLTTLPGRLH 469
NTDB id 1311 DR RS09490 WP 010888489.1 GLLGPAGGLVNWAVAPLASALLWVAQTFGSAPVLGWGTLGAGGFLAYALAAVAGMGWLLGRVRGQAALTIALACAALSWLPAQLR 510
consensus !!!!! * **! **!! !!! !! !!! !!!! !! *! !! !!!* ! *!! !!!!!!!**!!! !!! !* !!* !*

logo PARELVVFLDVGQGDASTL ILRLVPGHLTMVLVDAGGGSVGSDYDVGARGHTVLVPATLRALGVRKLDVLVVATHADTDHI EGALASSVLRGQLPVGELVW
NTDB id 145416 SY84 RS13895 WP 081424610.1 PAREVVFLDVGQGDSTLIRLPHLTVLVDAGGSVGSDYDVGAHTVVPTLRALGVRKLDVLVATHADTDHIEGAASVLRQLPVGEVW 554
NTDB id 1311 DR RS09490 WP 010888489.1 PARELVFLDVGQGDATLLRVPGLTMLVDGGGSVGSDYDVGRGTVLPALRALGVRKLDVVVATHADTDHIEGLSSVLRGLPVGELW 595
consensus !!!!*!!!!!!!!! !!*!*!*!!*!!!*!!!!!!!!!!! *!!*! !!!!!!!!!!!*!!!!!!!!!!!! !!!! !!!!!*!
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NTDB id 145416 SY84 RS13895 WP 081424610.1 IGQRK..TDDPVLTAVLLAAQERRVPVREVRRGDQVTSDGASLTVLWPAGTAWSTEDNDNSVALRLESRGWRAAFLGDLADLTEE 637
NTDB id 1311 DR RS09490 WP 010888489.1 VGQLKKAGDDPVLDAVLTAARERNVPVRQIRRGDQVTAGPVKVTALWPVGNVWSTADNDNSVALRVEDGPFRAALLGDLPDPAEA 680
consensus *!! !** !!!!! !!! !! !! !!!! *!!!!!!! * *! !!! ! !!! !!!!!!!!!*! **!!! !!!!*!* !
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NTDB id 145416 SY84 RS13895 WP 081424610.1 RLGAGPLDLLKAAHHGSRHSTGAALLGQTSPADTVISVGRNTYGHPHQDVLTRLAQVHSRAWRTDQLGTIRWPVP 712
NTDB id 1311 DR RS09490 WP 010888489.1 LIGPGHLTLLKAAHHGSRYSTGEVLLKQTKPKDVLISVGRNTYGHPTQAVLDRIAAAGAKVWRTDQVGTVRWPLP 755
consensus *!*! ! !!!!!!!!!!*!!! !! !! ! ! *!!!!!!!!!!!*! !! !*! * * !!!!!*!!*!!!*!
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