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NTDB id 1388 A4U84 RS04945 WP 062924099.1 ..............MTHLTKLLALLQVPQLGAQRIGRLLSEVDFGEFCQYDKTAL....KQMGWNERQIQRWFNPEH.KWIDQAL 66
NTDB id 145405 SY84 RS09010 WP 245621302.1 MTSPLFDSPAP.VPPDERRALLALRFCAQLGPRRIEALRGHFGSAVA..AWQAPLRELREVPGLDARAAQAVGAPEALIRADQEL 82
NTDB id 1314 DR RS00625 WP 010886768.1 .....MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEA..ALAAPLTELRRVEGLDSRSVAAIGGAKAAEEARAEL 78
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NTDB id 1388 A4U84 RS04945 WP 062924099.1 QWAEQDQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLP.......QIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTS 144
NTDB id 145405 SY84 RS09010 WP 245621302.1 ARVAQEDVTLLLRGLPGYPAALDALGDPPPALWVRGP.....LPDLPTVPRAIGIVGTRAASPHAQAFTRMLAADLARAGVIVVS 162
NTDB id 1314 DR RS00625 WP 010886768.1 NKAAERGVTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGELAAAGVLIVS 163
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NTDB id 1388 A4U84 RS04945 WP 062924099.1 GLAIGIDGFCHQRAAN.....ENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGT 224
NTDB id 145405 SY84 RS09010 WP 245621302.1 GLARGIDTAAHGAAVEA.....GGVSIGVLGSAVNRVYPSENTRLAAQLT.....LVSEYPLDTGPAQHHFPTRNRLIAALSAGT 237
NTDB id 1314 DR RS00625 WP 010886768.1 GLARGVDTAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRMV.....VVSEYPLGTGPAQHHFPSRNRVIAALSAGV 243
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NTDB id 1388 A4U84 RS04945 WP 062924099.1 LVIEATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQRQSVHIQPSLFDTKPKQAVKS 309
NTDB id 145405 SY84 RS09010 WP 245621302.1 VVVEGERKSGSLITATHALECGRTVFAVPGRAGDPRAAGPHALIRDGAVLTEGAADLLTELGWGSVPDAPLPDL...PPEQ.... 315
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NTDB id 1388 A4U84 RS04945 WP 062924099.1 EPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYVIT 375
NTDB id 145405 SY84 RS09010 WP 245621302.1 ...............ARVL.AALTGPVTLDDLVTATGLPLPDVQTALVMLNLLGIAEEVGGRWVRR 365
NTDB id 1314 DR RS00625 WP 010886768.1 ...............ARVL.RALQTPATLDDLAATTGLSIPELQTALVMLQLQGLAYEVGGRWSR. 370
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