
logo

MA
M
G
S
M
F
I
V
Y
LNQRKVMVI IL IVGNRLGTNSKRTDVPDEMVLHRKTYMTNSPSANDGDKVEASAVGTCAHQRNTALVFTS IMLVATVDSNERNQRSTYWFTKNNDKARQMTSNGDQE I

R
R
V
EEVRTAEDYWFVH

I
R
N
M
C
I
T
V
F
I
L
M
T

F
Y
W
G
R
Q
R
K
S
T
Q
LAEVITNCFLTVAGALSNQFYACTLQTRKKGRGSKLAITVASGYLVSDEGEKR I

L
K
R

Q
S
TR

NTDB id 158 SP RS09595 WP 000282442.1 ..MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQ.NGERE..ADFVNMVLWGRLAETLASYATKGSLISVDGELRTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDRE..ADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA.SGEIE..ADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
NTDB id 145378 SY83 RS06775 WP 068605425.1 ..MLNRVILIGRLTKDPELRYTPAGVAVTQFSLAVDRNFKDQ.NGERE..ADFINIVTWRQLAETCANYLRKGRLTAVEGRIQTR 80
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGERE..ADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 1103 NMB RS07590 WP 002212976.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRIQSR 83
NTDB id 1131 NGFG RS05740 WP 003695064.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRIQSR 83
NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEGKLKTR 85
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NTDB id 158 SP RS09595 WP 000282442.1 RFEK.NGQMNYVTEVLVTGFQLLESRAQRAMRENNAGQ............................................... 117
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQS....NGSQQ.......SGFTS..PQQTGNAPAANNTQAD 152
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.................................................... 113
NTDB id 145378 SY83 RS06775 WP 068605425.1 NYDNNEGKRVYVTEVVADNVRFLESNKSEGGNSNSG...GFNREEG....SGGSYGKGN...................NSRGNQD 139
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKN..GGGSGSG...GYNEGNS....GGGQYFGGGQNDNPFGG..NQNNQRRNQGNSFNDD 154
NTDB id 1103 NMB RS07590 WP 002212976.1 KYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPYE.EGYGQS.......QEAYQRPAQQSRQPASDAPSHPQEAPA...APRR 156
NTDB id 1131 NGFG RS05740 WP 003695064.1 KYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPYD.EGYGQS.......QEAYQRPAQQSRQPAPDAPSHPQEAPA...APRR 156
NTDB id 1390 A4U84 RS00055 WP 021115958.1 KWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQG.SGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA....TRPQ...PAQK 162
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NTDB id 158 SP RS09595 WP 000282442.1 ....DLADLVLEEEELPF 131
NTDB id 624 LCA RS00040 WP 011373726.1 PFANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 .................. 113
NTDB id 145378 SY83 RS06775 WP 068605425.1 PFSDDGKPIDISDDDLPF 157
NTDB id 113 BSU 40900 NP 391970.1 PFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 QPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 PAAQAEPPMDNFDDDIPF 180
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