
logo MNLVDTVFL IVVLVCFAAGLVFLGLLVGSFSNVL IWRLPRGENIAFPPSHCPHKCDHAPLKPLTDLVPVAFSWLALGGKRCRYCRAP IKNPRRYPVVELLT
NTDB id 145372 SU48 RS13220 WP 064015652.1 MNLDVFVVVCAAVFGLLVGSFSNVLIWRLPRGENIAFPPSHCPHCDHALKPLDLVPVASWLALGGKCRYCRAPIKRRYPVVELLT 85
NTDB id 1305 DR RS10600 WP 010888696.1 MNVDTLIVLFAGLLGLLVGSFSNVLIWRLPRGENIAFPPSHCPKCDHPLKPTDLVPVFSWLALGGRCRYCRAPINPRYPVVELLT 85
consensus !!*! *!**!** !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!! !!!!! !!!!!!!*!!!!!!!! *!!!!!!!!!

logo GLVAGYAGVIAALTFPLASTVYEGAVGTLGLMVLFTI
LLLVAGSAIDLDTMYTI

LPDELTLPGTVALLGLVLVFAGFLAFGAGRALYAAQEGAGEQLYGNLPNLVAPEQAVENGAL
NTDB id 145372 SU48 RS13220 WP 064015652.1 GLGYGVIAALFPLAVYGVGTLGLMVLFTLLLVASAIDLDTYTIPDELTLPGVALGLVFAFFGARA..AGAEYNLPNLPEAVNGAL 168
NTDB id 1305 DR RS10600 WP 010888696.1 GVAYAVIAATFPLSTYEAGTLGLMVLFTILLVGSAIDLDTMTLPDELTLPGTLLGVLFGLAGAGLYAQEGQLGLPNVAQAVEGAL 170
consensus !**!*!!!! !!! ! !!!!!!!!!!*!!!*!!!!!!! !*!!!!!!!! !!**!* !! ** * !!!** !! !!!

logo

L
MGAGLVI

LVLS IDSLVLYAGSWVLRRFKRERQW
YPDEAFP IGYQQIGSLAGLALAGAWLGPWWGALGVAGLLASAVAGI

VNLVAAKRKRAVVR IPELLTI
LGGFLVSLVAML

NTDB id 145372 SU48 RS13220 WP 064015652.1 LGAGLLVSIDLLASWVLRRFKERQYPDFPIGYQQIGLALAAGAWLGPWWGAGVGLLAVGINLAARRVVRIPELLTIGGFLVSVML 253
NTDB id 1305 DR RS10600 WP 010888696.1 MGAGVIVLISVYGSWVLRRFRERQWPEAPIGYQQISLGLLAGAWLGPWWGLGVALLSAAVNVAAKKAVRIPELLTLGGFLVSLAL 255
consensus *!!!**! ! * *!!!!!!!*!!!*!* !!!!!!! !*! !!!!!!!!!! !!*!! **!*!!** !!!!!!!!*!!!!!!* !

logo

G
SSAGTYGMPGL ILDLML

V
Q
RGAGLAMAAGAVSLVACGLVYWWIQYFWLRRNTAKKQADEADDPAGETDDAEPQSYDPSVAMGFGDVKLAAVIGAFLGWERLLLVAVVVAI

VF
NTDB id 145372 SU48 RS13220 WP 064015652.1 GSAGYGMGLILMVQGALAAAGAVSLVAGLYWWIQFLRTAKADAPAEDDAPYDPSAMGFGDVKLAAVIGAFLGWERLLVAVVVAVF 338
NTDB id 1305 DR RS10600 WP 010888696.1 SSAGTGPGLLDMLRGGLMAAGAVSLVCGVYWWIYWRRNKQAEDDGTDDEQSDPVAMGFGDVKLAAVIGAFLGWERLLLAVVVAIF 340
consensus !!! !*!!* !* !*! !!!!!!!!*!*!!!! * ! !* ** !! * !! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!

logo AGALVFLGLVVQLALKQSENRVKFGPYLALGAVVAL ILWGAGAP I
L
L
V
D
E
S
WYRGLMLGLM

NTDB id 145372 SU48 RS13220 WP 064015652.1 AGALFGVVQLALKSENRVKFGPYLALGAVVALIWGAAIVESYRGMLGL 386
NTDB id 1305 DR RS10600 WP 010888696.1 AGAVLGLVQLALKQENRVKFGPYLALGAVVALLWGGPLLDWYRGLLGM 388
consensus !!!* !*!!!!!! !!!!!!!!!!!!!!!!!!*!!***** !!!*!!*
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