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NTDB id 145367 SU48 RS08440 WP 231881572.1 MTAFLNVIRALLPRRCPGCDAQLGAEAGLCAACRAALMPRTEWHSPMRPQPEPHLVTLGRYVGTTRRAVRALKYGGAQDLSGVLG 85
NTDB id 1312 DR RS07135 WP 027480036.1 ...MIDLLRVLLPRACPGCGAQLGRAAGLCDRCRAELRPRVERHSPLSAQATPHLVTLGRYQGVPRRAVRALKYGGARDVAGPLG 82
consensus *** * **! !!!! !!!! !!!! !!!! !!! ! !! ! !!!* *!* !!!!!!!!! ! *!!!!!!!!!!!! !* !*!!
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NTDB id 145367 SU48 RS08440 WP 231881572.1 TVLARGIPAEWGVASVVPVPLHSGRQRERGFNQSLLLAEVVGRELGIPAVPAVRRIRATTQQAKLHATERSANLAGAFQADVAKL 170
NTDB id 1312 DR RS07135 WP 027480036.1 RALAAGVPASWQIAAVVPVPLHPSRQRERGYNQAELLAQAMAAELGVPCLPLLTRTRATAQQAKLHASERSSNLAGAFAVR.GAV 166
consensus !! !*!! ! *! !!!!!!!* !!!!!!*!! !!! ** !!!*!**! * ! !!! !!!!!!!*!!! !!!!!! ** *

logo PPRGPTLVL ILLDDVLMTSTGSTLLACRDALHTATAGVRTDEFLKYYAAVVAR
NTDB id 145367 SU48 RS08440 WP 231881572.1 PRGPVLLLDDVMTSGSTLLACRDALTTAGVREFYYAVVAR 210
NTDB id 1312 DR RS07135 WP 027480036.1 PPGTLLILDDVLTTGSTLLACRDALHAAGVTDLKYAAVAR 206
consensus !*!**!*!!!!*!*!!!!!!!!!!!* !!! * !! !!!
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