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NTDB id 145332 IJ00 RS17910 WP 035155153.1 MAKQKTYFVCNQCGAESPQWFGKCPACGTYNSLEEHVAIQSSTDVPSRGISNWHSQQGGAKSGNKPAKPRASLTFDQISDRHVTR 85
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRR...AAFSH....SVQTVQKP......SPITSIETSEEPR 72
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR...VSLTG....E...KTKP......MKLAEVTSINVNR 69
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR...VSLTG....E...KTKP......MKLAEVTSINVNR 69
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR...VSLTG....E...KTKP......MKLAEVTSINVNR 69
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR...VSLTG....E...KTKP......MKLAEVTSINVNR 69
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR...VSLTG....E...KTKP......MKLAEVTSINVNR 69
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR...VSLTG....E...KTKP......MKLAEVTSINVNR 69
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NTDB id 145332 IJ00 RS17910 WP 035155153.1 WESGYGELDRVLGGGVVPGSMVLIGGDPGIGKSTLLLQVSNQLAQK.YRILYISGEESGQQVKLRASRLGVTKSLTVAGTDNGNG 169
NTDB id 125 BSU 00870 NP 387968.1 VKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGIN............. 144
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............. 140
NTDB id 279 KZH43 RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............. 140
NTDB id 238 SPD RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............. 140
NTDB id 204 SPR RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............. 140
NTDB id 169 SP RS00155 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............. 140
NTDB id 509 SM12261 RS00130 WP 078228442.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............. 140
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NTDB id 145332 IJ00 RS17910 WP 035155153.1 HGNGKVDDKTLPEISAEVPSPDLYVLPETDLEEILKEIESLKPNLAVIDSIQTVYFPNLTSAPGSVAQVRECTAALMKVAKHEDI 254
NTDB id 125 BSU 00870 NP 387968.1 ...................NPSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGI 210
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ...................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNI 206
NTDB id 279 KZH43 RS00140 WP 074017595.1 ...................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNI 206
NTDB id 238 SPD RS00140 WP 074017595.1 ...................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNI 206
NTDB id 204 SPR RS00140 WP 074017595.1 ...................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNI 206
NTDB id 169 SP RS00155 WP 074017595.1 ...................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNI 206
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NTDB id 145332 IJ00 RS17910 WP 035155153.1 TMLIVGHVTKEGAIAGPKVLEHLVDTVLYFEGDRFASHRLLRTVKNRFGATHEIGIFEMVDHGLREVPNPSELFLGNRDDPAPGS 339
NTDB id 125 BSU 00870 NP 387968.1 PIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGS 295
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGS 291
NTDB id 279 KZH43 RS00140 WP 074017595.1 AIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGS 291
NTDB id 238 SPD RS00140 WP 074017595.1 AIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGS 291
NTDB id 204 SPR RS00140 WP 074017595.1 AIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGS 291
NTDB id 169 SP RS00155 WP 074017595.1 AIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGS 291
NTDB id 509 SM12261 RS00130 WP 078228442.1 AIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGS 291
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NTDB id 145332 IJ00 RS17910 WP 035155153.1 AIVVACEGTRPIVVELQALVSPTSYTSPRRSTTGVDYNRLVQILAVLEKRVGIPMSKLDSYVASVGGLNVEEPAVDLGVAIAIVA 424
NTDB id 125 BSU 00870 NP 387968.1 SITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIAS 380
NTDB id 537 SMSK321 RS07120 WP 080550752.1 SIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIAS 376
NTDB id 279 KZH43 RS00140 WP 074017595.1 SIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIAS 376
NTDB id 238 SPD RS00140 WP 074017595.1 SIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIAS 376
NTDB id 204 SPR RS00140 WP 074017595.1 SIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIAS 376
NTDB id 169 SP RS00155 WP 074017595.1 SIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIAS 376
NTDB id 509 SM12261 RS00130 WP 078228442.1 SIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIAS 376
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NTDB id 145332 IJ00 RS17910 WP 035155153.1 SFRDRIVDPGTVLIGEVGLGGQVRAVSQMELRLKEAAKLGFTRAIVPKGQKFP...DLNIEILPVAKVIDAIIAAIPQHSLEDSD 506
NTDB id 125 BSU 00870 NP 387968.1 SFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG....... 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 SYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA........ 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 SYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA........ 453
NTDB id 238 SPD RS00140 WP 074017595.1 SYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA........ 453
NTDB id 204 SPR RS00140 WP 074017595.1 SYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA........ 453
NTDB id 169 SP RS00155 WP 074017595.1 SYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA........ 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 SYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA........ 453
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