
logo MMGSFLVAFKITVI FHKYGTSSRSAI
V
T
S
H
M
V
IGLIVEHSVQAQPTLSP I

V
L
S
T
I
VEVNHVILDSGQNGKSVLMPSGYLFHTI

M
LVGLAPDEANKTSTAI

V
R
KEASRSQKHDRI

V
S
R
A
SAI

L
K
V
M
INVASDGRNQYFQDKELYFPGSCAKRKRLITI

VNMLGAPANDLRPKDTEGGSAGR
NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 145309 AAX10 RS01460 WP 046699648.1 MSFAKIFTRSVVGLHAPSVLVEVHLSQGMPSLTIVGLPEAAVRESKDRVRSALINSDYDFPSRRLTINLAPADLPKDGSR 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEGFKGIILPKQNTREAAIVNDLEVYGVEN 158
NTDB id 145309 AAX10 RS01460 WP 046699648.1 LDLPIAMGILAASGQVDESALDGFEFVGELALNGDLRPVSGALSVARAVKVT.GRTLILPKENAAEAARVAGVKVIGADS 159
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.NQHLIIANANAAEASLTGHQKVFTANN 159
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.NQHLIIANANAAEASLTGHQKVFTANN 159
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQV.ERCLVVPHSNGDQAALVGVERHKSAQS 159
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANKK.QRHLVVPHANGDQAALVGKEQHKSAQS 159
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASKA.KREIIVPQQNANEVSLVSNTQTYCAST 159
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQKS.KRELIIAKQNANEASLVSDQNTYFAQT 159
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NTDB id 1323 RA0C RS07335 WP 004916218.1 IKEVIDFFNENCPLEPTKVN....TREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAKRI 234
NTDB id 145309 AAX10 RS01460 WP 046699648.1 LAAVCRHLDVVSGVSNNQADLIALSESVSTTAQASYKLDLSDVKGQYHARRALEIAAAGGHSMLFKGSPGSGKTLMASRL 239
NTDB id 1271 LPP RS03220 WP 011213198.1 LREVCDYLCQGTSLQSLP....PKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRF 231
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LREVCDYLCQGTSLQSLP....PKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRF 231
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LLEVCADLCGQQTLSLFQ....SSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRL 231
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LLEVCAELCGQHQLNLYQ....TPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRL 231
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LLQVVNFLNNRDQLPIAQ....QLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLASRL 234
NTDB id 1349 HI 1117 AAC22771.1 LLDVVQFLNGQEKLPLAT....EIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLASRL 235
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NTDB id 1323 RA0C RS07335 WP 004916218.1 PSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPEFKRT 314
NTDB id 145309 AAX10 RS01460 WP 046699648.1 PSILPPLTDDEALEVASIYSVAGVAY....EFGVRPYRQCHHTMSAVALSGGGSRPKPGEISLAHKGVLFLDELPEFDRK 315
NTDB id 1271 LPP RS03220 WP 011213198.1 STLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQ 310
NTDB id 1248 GCO85 RS03150 WP 011213198.1 STLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQ 310
NTDB id 1153 A1552VC RS00115 WP 000521788.1 CDLLPEMSDEEAMETASIASLTQQEINQ.HNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEFERK 310
NTDB id 1397 DSB67 RS15690 WP 005535577.1 CDLLPEMSDEEAMETASVASLTQSEINE.HNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEFDRK 310
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ADLLPEMEDDEAIETASVTSLVQNELNF.QNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEFERK 313
NTDB id 1349 HI 1117 AAC22771.1 TGLLPEMTDLEAIETASVTSLVQNELNF.HNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEFERK 314
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NTDB id 1323 RA0C RS07335 WP 004916218.1 VLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRIDIHIEVQK 393
NTDB id 145309 AAX10 RS01460 WP 046699648.1 TLEVMRQPIESKEIAISRANAQVTYPAEFQLIAAMNPCPCGYHGDPSNRCRCKPDQVRRYQDKISGPLLDRIDLHIHVPA 395
NTDB id 1271 LPP RS03220 WP 011213198.1 VLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIHA 390
NTDB id 1248 GCO85 RS03150 WP 011213198.1 VLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIHA 390
NTDB id 1153 A1552VC RS00115 WP 000521788.1 VLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDMSIEIPA 388
NTDB id 1397 DSB67 RS15690 WP 005535577.1 VLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDMSLEIPA 388
NTDB id 1387 A4U84 RS06900 WP 020457569.1 VLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFDLSIEVPL 391
NTDB id 1349 HI 1117 AAC22771.1 VLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDLSIEVPL 392
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NTDB id 1323 RA0C RS07335 WP 004916218.1 VEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSARAYD 471
NTDB id 145309 AAX10 RS01460 WP 046699648.1 MPLEDLQNA..PQGESSDVVRERVIGARNFALRRQG....KANNELSPSEIDIHIPLGATQKQLLTTAQSRLNLSARSYH 469
NTDB id 1271 LPP RS03220 WP 011213198.1 LSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYH 466
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYH 466
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALHRLGLSIRAYH 463
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIRAYH 463
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVRAYH 467
NTDB id 1349 HI 1117 AAC22771.1 LPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVRAYH 467
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NTDB id 1323 RA0C RS07335 WP 004916218.1 RILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 145309 AAX10 RS01460 WP 046699648.1 RMLRVARTIADLSGAERVGTSHLAEALSYR.............. 499
NTDB id 1271 LPP RS03220 WP 011213198.1 RLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 RLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
NTDB id 1349 HI 1117 AAC22771.1 RILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
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