
logo

MKRNQSHKGVI LFI SARRIQFLGIS ILMAIGLTASLAVSAAYILSALMI FMAQPVAYALSLKAADQANVADS IMLEITKSNLIVDKVPVALMANPQI
L
A
P
E
G
D
N
Q
G
R
T
V
R
E
L
I
K
D
R
L
F
V
M
QFDSEKNGPVLKPAQPALQPRAQGSAFYTIQI

T
L
Q
E
K
N
QPAPSR I

L
A
V
I LDLFPIDGSKVTAGDQNMQGKQI

L
A
G
K
P

K
T
Q
S

K
D
S
L
N
K
Q

NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALL.AAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPV.AAPRGYTIEQPARIALDLPGVQNKLGTKN 78
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ................................................................................ 0
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ................................................................................ 0
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ................................................................................ 0
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILILISASLSL..AYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILILISASLSM..AYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 145244 AAX06 RS08385 WP 080946075.1 ................................................................................ 0
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMF.NGLPPQPQAYQLEQPARLILDFDKAGQKLAKSL 79
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMF.NGLPPQPQAYQLENPSRLILDFDKAQQGLKQSK 79
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMF.NGLPPQPQAYQLENPSRLILDFDKAQQGLKQSK 79
consensus * * * * * * * * * * * * * * * * ****** *

logo

K
I
P
S
T
R
K
E
T
L
I
V
S
T
A
Q

V
L
T
G
N
N
S
E
T
L
A
R
H
SS IYVTNDI

V
S
T
V
E
A
S
A
V
D
K
G
D
K
Q
DRATSVRVALVTI IMLVKENMLRTDKHTNRDLTASGSVGLTKASLTFYSTPGTSYRKTVLAETQGGSTNI

L
N
T
V
W

Y
L
F
F
T
I
S

V
LKVWFLIVSGNGNSL ILSKAPSLQASNTGTDSALNSFVEACNPASSTKAESPPMVVKASPAPASYAQP I

V
F
K
F
I
L
V

A
T
P
A
K
T
N
S
V

P
S
Q
V
A

A
Y
S
V
E

NTDB id 1193 PAKAF RS26665 WP 003161249.1 ..RELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPY 156
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ...........................MKNGLKT..YVAQTWLTLWVGLAL.....CASSM.............VF.SAE 32
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ...........................MKNGLKT..YVAQTWLTLWVGLAL.....CASSM.............VF.SAE 32
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .........................MKMRHGLTLTPRKLTGLFSLWFSLLL.....AP................FV.AAE 33
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKEV.............FITNQV 145
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKEV.............FITNQV 145
NTDB id 145244 AAX06 RS08385 WP 080946075.1 ................................................................................ 0
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IP..VTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTA....TP...............VATSA 138
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IS..VATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSN....KP...............LPVVS 138
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IS..VATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSN....KP...............LPVVS 138
consensus * * * * * * ** ** ** ** * *** ** *

logo

E
P
S
V
P
V
N
A
P
T
A
Q

G
Q
S
A
K
P

R
H
N
Q

A
S
E
Q
G

V
L
I
G
R
E
S
K

S
R
NIGDFQRTGVR I

N
G
A
S
E
K

D
E
K
Q

Q
K
G
D
A
G
E
A
G
N
R
L
V

I
L
V
I
L
V
I
V
E
D
V
L
Q
V
A
L
S

D
G
S

S
T
P
A
T
G
S
N

L
I
A
T

I
S
V
P
P
I
VDI

V
K
T
Q
E
R
K
Q
Q
V
Q
G
G
K
E
S

E
G
K
I
L
V

R
S
V
L
V
I
D
E
N
R

T
L
F
A
P
I
L
G
K
N

I
T
Q
S
D
K
L
V
I
K
A
P
L
T
D
A
N
D
H

Q
K
L
R
M
A
L

V
K
R
Y

L
R
Y
LNDTVTNSKDFHSASTVPVASEQFISVINTDESMAVSQFYAQNRQEKDSTEKGDGKPSNRTKSVVGT

NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
NTDB id 1186 GTF74 RS01320 WP 000788426.1 SATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPST 112
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPST 112
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EVQSNSLKSIDFRTNKDKDAVIVVELVSPAAIVDIKRVQEGLSIDLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTT 113
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 145244 AAX06 RS08385 WP 080946075.1 ................................................................................ 0
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
consensus * * * ***** ******** * ******** *** * **** ******* ** *** *******



logo

S
Q
R
V

M
L
I
S
V
T
A
V
I
E
Y
L
T
Q

I
P
V
S
T
K
D
S

E
G
L
E
D
S

F
Y
D
S
G
Q
E

M
Y
H
K
L
F
D
M

K
A
V
Y

R
W
T
Y
L
Q
K
T
V
A

D
N
E
G

P
R
K
N
R
V
Q
K
Y

F
L
E
M
T
L
I
V
K
M
D
V
S
I
V
L
G
I
F
S
K
T
K
P
R

M
P
L
V
K
Q
T

T
A
G
N
E
D
A
D
N
E
K

V
A
I
N
E

E
H
V
K
R

L
R
A
P
Q
T

N
P
R
T
A
K
S

D
L
P
S
K

A
L
Y
K
D
N
P
S
K
A
I
K
N
T
V

F
P
L
Q

A
D
Q
E
V
N

F
K
Y
Q
S
E
TGENKLRKLI SVILEDNFQNDMIDSEP I

VRSANRVI
L
D

Q
V
L ILAHDAYFGNTDNQGALFINI

L
MVTAVASDGTKSVETVQG

NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQG 316
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QLVVTVDGEFQHDYTLKGKYLEVVISKLKAD.EKPKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVG 191
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QLVVTVDGEFQHDYTLKGKYLEVVISKLKAD.EKPKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVG 191
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RLVAYIDEDYSHDYRLTGRYLEVKVGKLKAN.EKAPDKSILDKEGKLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEG 192
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 145244 AAX06 RS08385 WP 080946075.1 ...........MKKW...PVLMLMLITMV.GAAHATSAPAQQYQGERISVEFQDMPVRAVIDVLAHAGGANIVASDGVTG 65
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLTISLKRPQ.DNVRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQG 297
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VITIQSSGSYEYMAYQAENKLTISLKRPQ.DKNVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VITIQSSGSYEYMAYQAENKLTISLKRPQ.DKNVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
consensus *** * *** * ** * * * * ** ** * * **!***!**!!** *! !****!*****!*!**!*!*!

logo

D
NLITLHRLQDKNNGDI

VPWQDQVALDLIVIVLDTQKVTQKHNGL IDKTRKMVRLKDNNGGNVLMITWLVI SDASTPAPVKSEDASE I
M
L
A
T
I
D
A
Q
L
K
I
S
A
M
R
S
E
Q
R
K
E
D
R
E
Q

R
A
Q
E
A
L
Q
E
K
S
K
A
I
R
A
V
Q

I
K
Q
R
A

T
L
Q
E
A
I
S
A
K
Q
T
V
E
Q
E
K
H
I
L
L
E
G
A
E
D
P
I
L
S
K
R
Q

R
T
S
D
E
I
L
Y I LRKQVLIKNFYADKAKGSADI ELMAESAGKVMLFI

NTDB id 1193 PAKAF RS26665 WP 003161249.1 NITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLF 396
NTDB id 1186 GTF74 RS01320 WP 000788426.1 NLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMI 271
NTDB id 1175 A1552VC RS12105 WP 000788426.1 NLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMI 271
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMI 272
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 145244 AAX06 RS08385 WP 080946075.1 NITLRLNNIPWDQALDIVVDTKHLIKTMNNGVITISSPDELTQISQRRAQARIQSQQHLPLQTEYIRINYADAKDILSLI 145
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLI 377
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
consensus **!!*! **!!*!*!!*** ***!*!** **!*********** *** *** * *********!****!*!*!!* **

logo

Q
G
K
N
T

H
S
D
G
Q

V
E
G
K

R
T
Q
G
S

E
S
N
A
D
S
N
G
S
G
T
N
Q
S
G
N
L
S
Q
N
HTSGGGTSTSTNGLSNATTGVEDPSLGDNNSSVAEIN

V
G

A
G
T
N
S
K
M
L
E
L
G
S
G
E
P
DRGVKTSAMINTSLQVIDPTADERTNSTI

L
W
L
I
A
I
K
Y
Q
N
R

Q
E
D
I
P
L
T
S
A
G
Q
P

P
D
E
T
Q

R
S
K
N
L
IAEDDEQVLVI LRARKELMIVIKSDEHLQSLDVIQPVQRKQV

NTDB id 1193 PAKAF RS26665 WP 003161249.1 QSVTSDGGQ..........................EGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQV 450
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GGEGN..............................VNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQV 321
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GGEGN..............................VNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQV 321
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NGEGN..............................ISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDIPVKQV 322
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 145244 AAX06 RS08385 WP 080946075.1 NHKSEAS..........................SSAAMLSDRGVANIDTRTNTLIIKDIQPNIDDILALVSHLDVPVQQV 199
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQV 448
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
consensus * *****!!****!*!!!******* ** ****** !!**!*!!



logo

L
Q
M
V
I EAR IVSERTI

V
A
K
S
N
T

D
V
K
E
T

D
S
G
Y
N
F
D
M
L
T
S
D
H
E
Q
K
S
D
E
M
I
LG I

V
S
K
R
F
WGFGIVATMSLYRSHINPTQKTGNGHI LNTSGTLEQGNSAGNSNRWEHNTSLGQALVI

Y
R
G
VGKTSGAISDHPEGANSTANTLAWHTQNI

K
L
G
R
I
N
S
E
L
K
S
Y
L
P
N
A
K
D
E
G
N
S
D
K

G
N
D
E
G
MNC

EGPDITADTGSGCSDGN
Y

E
K
S
T
V

T
F
V
Y

G
N
T
P
T
L
V
I
T
E
GTSK

R
S
D
P
P
E
D
H
S
R
F
N

NTDB id 1193 PAKAF RS26665 WP 003161249.1 MIEARIVEANVGYDKSLGVRWGGAYHKGN........WSGYGK.DG...NIGIKDEDGMNCGPIAGSCTFPTTGTSKSPS 518
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QIEARIVTVKEGNLEELGVRWGVMSTN........GSHSVGGSIESNLWQKGLLAD...........DEFPV.....DEF 377
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QIEARIVTVKEGNLEELGVRWGVMSTN........GSHSVGGSIESNLWQKGLLAD...........DEFPV.....DEF 377
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QIEARIVTINEGNMDELGVRWGFTSIN........GSHTVGGSIENNLATIGLYDGGG..EG.DDGGSSVGI.....DDF 386
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLSGTLEGANELARGTAPA.....................NVVPLE...R..R 488
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLSGTLEGANELARGTAPA.....................NVVPLE...R..R 488
NTDB id 145244 AAX06 RS08385 WP 080946075.1 MIEARIVSANDGFSHDLGVSFGVLSN.........SNRLQIGGSHNALWHLRSSNN...........GSTNIT...RPDH 256
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MIEARIVRATTSFSKEMGVKWGILSQGIN.....QNSNLLVGGSETTLWNLRNPDSN..........GTYTIE...RPDN 510
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MVEARIVRASTSFTKELGVKWGILSQGIT.....NNNNLLVGGSETTLWNLREPKKDE.....TTGGYKYTIE...RPDN 523
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MVEARIVRASTSFTKELGVKWGILSQGIT.....NNNNLLVGGSETTLWNLREPKKDE.....TTGGYKYTIE...RPDN 523
consensus **!!!!! ** *** **!***!*** ** ** !* ** **** **** * *

logo

P
L
A
F
N
L
V
N
DLAGAAVPLTAGSVSATKNSTDTAPGANTSATVGSRGS IGAI

L
F
A
Q
G
F
K
V
L
L
A
I
N
K
S
L ILTMN
G

D
S
G
N
D
V
F
I
T

I
M
LLDLQELSAMLEQKQNSATDERSGNKRYAGELIVVI SQTSPKRLVLVMI STSATDNQKEKQKAPTARVYKVI LSAEKQSTGMSVEQTQEVIAPYLQSEEASTSTNSSAGA

NTDB id 1193 PAKAF RS26665 WP 003161249.1 PFVDLG......AKDATSGIGIGFI..TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA 590
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LNVNLA.....STSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA 452
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LNVNLA.....STSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA 452
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LNVNLA.....ATSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGA 461
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LNLDLAAVPLTGATPASVGIALAKL..NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA 566
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LNLDLAAAPLTGATPASVGIALAKL..NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA 566
NTDB id 145244 AAX06 RS08385 WP 080946075.1 LAVDLG.....VANP.AGRIAFGLIN.ISDVLLDLELSAMQADRRGEVISTPKVLTADKQTARISSGMQIAYQEETSSGA 329
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LNVDLG.....VTTTGASSIAFGLIS.LSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAA 584
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LNVDLG.....VSNP.AGSIAFGLIS.MSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAA 596
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LNVDLG.....VSNP.AGSIAFGLIS.MSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAA 596
consensus ****!* *** ***!***** ** *!!!*!!!** ****!**!*!***** ** !****! ***!*****!*!

logo

GSTSA
T
N
A
S
T
T
V
T
V
A
SFKDEKAALVLVSLNEKAVTPNTSQITPDNGRKLI ITQLVVLMEKDVLKDNQS IVAKNSTNKQGDARSTI

R
V
P
D
N
A
S
G

Q
S
Y
E
G
P

Y
A
T
V
Q

N
A
T
V

M
N
Q
F
P
K

N
T
L
N
GTGGEAVEAILPVPSIALIQIDNEKTDKQNATNERLVI EQGNATKQNI

V
I
LVDNDNGQETI

V
I
V
I
LGGVIYFRSKEQNHQEDSTNQKITSTMN

NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLN..GVPPINKNEVNAKILVNDGETIVIGGVFSNEQS 665
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ...STVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSIN 529
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ...STVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSIN 529
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ...TSVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSIT 538
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFLG...VPAIITKEIQTNVLVNNGQTIVLGGIYKQDKN 640
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFLG...VPAIITKEIQTNVLVNNGQTIVLGGIYKQDKN 640
NTDB id 145244 AAX06 RS08385 WP 080946075.1 ...TNTVFKEAALVLEATPTITPDGKITLKLNVKNGTP..VTNLG...EIAIQEDALETNVIVDDGQTVVLGGIYRQTNN 401
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINSYAQNG...EAILNKNTINTNVLVNNGETVVLGGVFEQTTN 661
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGAAPNG...ELILNKNNINTNVLVDNGETVILGGVFEQTTM 673
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGAAPNG...ELILNKNNINTNVLVDNGETVILGGVFEQTTM 673
consensus ** *!!*!*!*!**!!*!!!!******* ******* * * **** ******!**!*!***!!** ** *
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 KSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1186 GTF74 RS01320 WP 000788426.1 NSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 NSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 145244 AAX06 RS08385 WP 080946075.1 NGVIKVPFFGDLPVVGKLFRKESRSDTKEELLIFVTPKLVQ................. 442
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
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X non conserved

X similar

X ≥ 50% conserved


