
logo MKKVLLI ILTLCPSALLASTLSASFFAADYTQYEKLPHSPEDESFKAAKYFTKKQDNSCSLQLVMLDKYFYYLINCYDYSNYLKGTKAI
VAYRKLEVAKDI

NLNKQGGEHQIKKRPRFQEEDDTNI
NTDB id 145201 CD56 RS04845 WP 047208365.1 MKKVLTLCALA.LSSFAYTQYELHPSFKAYF..KDCSLLMDKYYYINCYDYNYKGTKAIAYKLEAKILNQGHIKKRPRFQEDTNI 82
NTDB id 1225 CJE RS07175 WP 011049930.1 MKKLIILSLLSTLAFADYTQYKPSEDFAKYFTKQNCSQVLDKFYYINCYDYSLKGTKAVAYRLEADNLKGEQIKKRPRFEDDTNI 85
NTDB id 1224 CJE RS02830 WP 011049704.1 MKKLILLPLLSTLAFADYTQYKPSEEFAKYFTKQSCSQVLDKFYYLNCYDYNLKGTKAVAYKLEVDNLKGEQIKKRPRFEDDTNI 85
consensus !!!***! *!**!****!!!!*****!**!!*** !!***!!*!!*!!!!!**!!!!!*!!*!!***!****!!!!!!!**!!!!

logo PKKYRTYTWESDYLKRNSGYTDRGHVTVLPSNQASMNRAKTPTQAQLRSTFLMSNITPQKNKPDQINAQER I
VWNEKI EQKRERYQLVAKLSKNLKGESLEVLNLVLNYDDNKNPKQ

NTDB id 145201 CD56 RS04845 WP 047208365.1 PKKYRTYWEDYLRSGYTRGHVVPNQSMNATPQAQLSTFLMSNITPQKKDINAEIWNEIEQRERYLAKKNKELEVLNLVLYDDKPK 167
NTDB id 1225 CJE RS07175 WP 011049930.1 PKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVALKLGSLEVLNLVNYDNNPQ 170
NTDB id 1224 CJE RS02830 WP 011049704.1 PKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVASKLGSLEVLNLVNYDNNPQ 170
consensus !!!!!!*!*!!**!!!*!!!***!*!!**!*!!!*!!!!!!!!!!!***!!***!!*!!*!!!**! !***!!!!!!!*!!**!*

logo R IRKNQNIA IPSFSYI
T
VKI LKAGDEKNFSKECYKQVPNNHEDNVFEADNREFDNI

L
R

N
R
I
K
Y

F
YKEIVKDCKDNKFIY ID

NTDB id 145201 CD56 RS04845 WP 047208365.1 RIKNNIAIPSFYVKILKAKNFSECYKVPNNDNFARFDRNYFKEDCKKYID 217
NTDB id 1225 CJE RS07175 WP 011049930.1 RIKNNIAIPSSYTKILKGDNFKECYQVPNHDVENE.NLRIYKVKCDNF.. 217
NTDB id 1224 CJE RS02830 WP 011049704.1 RIRNQIAIPSSYIKILKGENFKECYQVPNHEVEDE.NIRKYKIDCDKI.. 217
consensus !!*!*!!!!!*!*!!!!**!!*!!!*!!!**** * *** *!**!***
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