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NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 145176 AAW51 RS00485 WP 053013973.1 ...MKSLKRAAQKGFTLIELMIVVAIIGILAAVALPAYQDYTVRAKITEGLSLASALKADMSSMYASDGMA......... 68
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPST.. 70
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAAT.. 69
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAAT.. 69
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NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSVKVTEA..SPWDITVAISATEANGIPTGLDGNTIRLFPLVNKA.......VPA 144
NTDB id 145176 AAW51 RS00485 WP 053013973.1 ......GVAAYATQVAAAPPESKYVEEIRIDG...TTGVITIEYREEN...IGTIADARTIVLTPYLNAAGTITRLSAAA 136
NTDB id 1424 RS RS02795 WP 011000517.1 ...........GSSVF...TPTKNVANLTIAGTGTVPGQITVTYTT.A...A....GGGTLALVPTA..AGTAL...PVS 127
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .....AGSSCVGVQEISASNATTNVAT..ATCGASSAGQIIVTMDTTK...A....KGANITLTP............... 121
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .....GYV.........SPAATPNVQS..IAIG..ANGVITITYTA.A...A....GGGTIIMTPT.............. 109
NTDB id 1274 LPP RS09530 WP 011214168.1 .....GYV.........SPAATPNVAS..IAIG..ANGVITITYTA.A...A....GGGTIVMTPT.............. 109
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NTDB id 1188 NELON RS01755 WP 003772458.1 ATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK. 188
NTDB id 145176 AAW51 RS00485 WP 053013973.1 AGATGSVDWACASDANSSATTRDLL..NPVAGTLPARFAPNECK. 178
NTDB id 1424 RS RS02795 WP 011000517.1 SAPSGPIMWTCYAQNKAQAAS.SVA..PSGTMSLAAKYAPAECR. 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 TYASGAVTWKCTTT..................S.DKKYVPSECRG 147
NTDB id 1258 GCO85 RS09745 WP 014844212.1 LQANGDVTWTCTGG..................TLLAKYRPASCRP 136
NTDB id 1274 LPP RS09530 WP 011214168.1 LQANGDVTWTCTGG..................TLLAKYRPASCRP 136
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