
logo

MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSE
M
A
FGEFARAKEKKR

NTDB id 145171 TVD RS12800 WP 047251764.1 .............................................................................MFGFRKKK 8
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAGEAAER 85
consensus ***************************************************************************** ! *

logo

S
VEDSAPKEAVAETPTDVAGEAVGQVQEPAGSVAEPTDTEKEPAHKRGLGWAFAQRLKRKQGLAKSTGRDQKVLMAGGKDSLAGGSVFLGLGRGRKQIDGDEDELFYEELEETRVL ILLTAGDMVGLMDEATEQRY

NTDB id 145171 TVD RS12800 WP 047251764.1 SEDP....ATPDAEA.....PGSEPDKPARGGWFQRLRKGLAKTGQVLGGDLGS.LLRRKIDDELFEELEERLLLADVGLDATQR 83
NTDB id 1118 NGFG RS11455 WP 003696286.1 VESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLITGDMGMEATEY 170
consensus ! *****! * *!!******* * *** !! !!* !!!!* ** !* * ! **!*!!!! !* *!*!**!!

logo

I
LMDKDRI

V
R
T
G
R
E
RVKSLRGKGQLDKDAGENAELMRDGALEKAEALMI

Y
D
E
I
L
I
L
E
KPLVESKRPLEVI

LPEATEKERPFSVI LML
V
A
VGINGAGKTTSTIGKLAHKHYFLQANQDGKRSVLLAAGDT

NTDB id 145171 TVD RS12800 WP 047251764.1 IMDRITREVKRGQLDDAEALMDALEAAMIEILEPVSRPLEIPEAERPFSILVVGINGAGKTTTIGKLAHHLQANDRSVLLAAGDT 168
NTDB id 1118 NGFG RS11455 WP 003696286.1 LMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDT 255
consensus *! * ! ! !* ! !! !* *** !* *!! *!! !! !** !!!!!!!!!*!!!!!** !!* *!!!!!!!!!

logo FRAAARVEQLQATWGEGRNGNAVPTVIASQGTTGADSAASVCVFYDAGLVQAAKQARGIDI
V
M
V
I
LADTAGRLHPTQLTHNLMDEE I

V
K
RKVKRVLMGQKRALDI EPGHAPDHE I

V
I
L

NTDB id 145171 TVD RS12800 WP 047251764.1 FRAAAVEQLQTWGERNGAPVIAQGTGADSASVVYDGLQAAQARGIDVMIADTAGRLHTQTNLMDEVRKVKRVMGRLDEHAPDEVL 253
NTDB id 1118 NGFG RS11455 WP 003696286.1 FRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEII 339
consensus !!!!! !!!! !! !! *!! ! !!*!!! !**!**!!! !!!!!***!!!!!!! !! *!!*!**!!!!!* * **!!*!**

logo

L
VVLVDAGGNI

TGQNALVNQAVKRAQFDHDEALGLTGI
L
I
VVTKLDGTAKGGI

VLAFALAESDQLRGP I
VPVRFYIGVGEGKAIDEDLQRPVFDARAFVDRALLDGRDSD

NTDB id 145171 TVD RS12800 WP 047251764.1 LVVDGGTGQNALNQARQFHEALGLTGIVVTKLDGTAKGGVLFALAEQLGIPVRFIGVGEKAEDLQVFDARAFVRALLGRDSD 335
NTDB id 1118 NGFG RS11455 WP 003696286.1 VVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD.... 417
consensus *!*!* !!!!*!! * !**!!!!!!**!!!!!!!!!!!*! !!! **!!!*!!!!! *!! *!!!!!!! !!! ****

X non conserved

X similar

X ≥ 50% conserved


